
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

Q69Z23 DYH17_MOUSE Mus
musculus

Dynein
axonemal
heavy
chain	17

28.898226 T2128 NaN 34105348;30059200 MPDLRIDYLETVSSVLLKFKADKWG
KLIGAEENMALLTEFFDKIDNPVLVL
TLNAAGMIIPCLGFPESLKSKGVYFI
KMKPENITKDNYKTHLIYGDISPTTV
DQLIAVVEEVLYSLLNQSENMDGWP
RVVSEDIVKQVHRLKNEMFVMGGKI
KGKTLLPIPEHLGSLDGTLDSMERIP
SSMDNSLLHSIETIIIDWSHQIRDVL
SKDSAQALLDGLHPLPRVEFEFWDA
RLMNLQCIHEQLNRPKVNKIVEILE
KAKSCYWPALQNVYMNVTQGLKEA
NGIVLYLKPLRILLEEMEQADFTMLP
SFIVKVLSTICFIWATSEHYNTPSRVI
VILREFCNQIIEMTRTYLSPDEVLKG
LQGEIEEVLGNISLSVSVLKGLFQAY
DFCCANMKLFFKDRPPVPWEFPSSL
AFSRMNSFFHRVQTIEDLYKTAIEFL
KLEKIELGGVWGNILGNLVTQIYDEV
FELVKVFAECKYDPLDPGDSSFDDD
YSDFETKIQDLDRRLATIFCQAFDDC
NCMESSAKLLYMCGGLLERPLILVE
VVPRYSVMLEMFNTELDNAKLMYD
AQMAASADGQIPPIHKNMSPVSGQL
KWSLELQERLEVSMKYLKHIEHPVM
SSMEAKLIYDKYDEMMGLLQSCRM
KKYQQWVEGVDQDCHFNLGQPLIQ
RDPFTSLIQVNFSKALVAVLREVKYL
NFQQQKEIPESAEKLFSENETFRKF
VGNLELIVGWYNEIKTTVKDVEFPLI
KSELEAIDVKLLSAETTLFWNGENV
MEYIQEMREMLYNLQNRIQKAKQN
VEGITQAMQEWSANPLFERKDNKK
EALLDLDGRVANLNKRYAAVKEAGV
RIQAMVVENAELFRADTTSQSWKDY
VNYIDTVVLDEFDRFIRKSLNYLMD
NMTMDESIAPLFEIRMELDKDGLTY
NPSLEMGDEAGFLSLIEGLINDLYN
VARLIPRLAKGRLNYKSDLEDITDLIE
MREEVSSLVIGAMKVAEEYQDSFER
YSYLWVDDLQEFMKNFLIFGHAPTP
EELDTKTDDTIPKTPPTLAQFQQQID
SYEKLYEEVSSCENTKVFHGWLQCD
CRPFKQTLLNTIKRWSFLFKRYLNN
HVINSLADLESFMNITRTALKKPLKE
GDYDGLVEVMGHLMKVKERQVATD
SMFEPLKQTIELLKSYGEEMPEEIYL
KLQELPEQWTNTKKLAIQVKQNVAP
LQANEVNILRRKCQQFELKQHEFRE
KFRRDAPFSFSDPEPYKSLNKIYLLY
GVMEALCKSASLFEVTVPDYKQLKA
CHREVRLLKELWDMIVMVNTSIDD
WKTTKWKDINVEQMDIDCKKFAKD
VRSLDKEMKPWDAFVGLDNTVKNM
ITSLRAVSELQNPAIRDRHWQQLMQ
ATQVKFEMSEETTLADLLQLNLHKY
EDEVRNIVDKAVKESGMEKVLKTLD
ITWTTMEFEHELHPRTGTMMLKSD
EVLVETLEDNQVQLQNLMMSKYLS
HFLKEVTSWQQKLSTADSVISIWFE
VQRTWSHLESIFIGSEDIRAQLPEDS
KRFDAIDQEFKALMEDAVKTPNVVE
ATNKPDLYNKLENLKMSLAVCEKAL
AEYLETKRLAFPRFYFVSSADLLDILS
NGNDPVEVSRHLSKLFDSLCKLKFR
LDASGKPLKFGLGMYSKEDEFVDFD
KECDLSGQVEVWLNRVLDRMRATL
RHEIPEAVVTYEEKPREQWIFDYPAQ
IWWTTEVGLAFARLEEGYENAIKDY
NKKQISQLNALITLLIGNLTAGDRMK
IMTICTIDVHARDVVAKMITVESSQA
FTWQSQLRHRWDEEKKHCFANICD
AQIKYSYEYLGNTPRLVITPLTDRCYI
TLTQSLHLIMGGAPAGPAGTGKTET
TKDLGRALGTMVYVFNCSEQMDYK
SCGNIYKGLAQTGAWGCFDEFNRIS
VEVLSVIAVQVKCVQDAIRAKKKKFN
FLGEIISLVPTVGIFITMNPGYAGRTE
LPENLKALFRPCAMVVPDFELICEIM

None None None None None None None None None



0

LVAEGFLDARLLARKFITLYTLCKEL
LSKQDHYDWGLRAIKSVLVVAGSLK
RGDPTRAEDQVLMRALRDFNIPKIV
TDDLPVFMGLIGDLFPALDVPRKRD
LNFEKIIKQSIVELKLQAEDSFVLKVV
QLEELLQVRHSVFVIGNAGSGKSQV
LKSLNKTYQNLKRKPVAVDLDPKAV
TCDELFGIINPATREWKDGLFSTIMR
DLANLTHEGPKWIVLDGDIDPMWIE
SLNTVMDDNKVLTLASNERIPLNRT
MRLVFEISHLRTATPATVSRAGILYIN
PADLGWNPVVSSWIERRKVQSEKAN
LIILFDKYLPTCLDKLRIGFKRITPVPE
ITVIQTILYLLECLLTEKNAPPDSPKE
LYELYFVFACFWAFGGAMFQDQLID
YRVEFSKWWINEFKTIKLPSQGTIFD
YYIDPETKKFLPWTDKVPNFELDPDI
PLQASLVHTTETIRIRYFIDLLMEKA
WPVMLVGNAGTGKSVLMGDKLENL
STDDYLVQAVPFNFYTTSAMLQGVL
EKPLEKKSGRNYGPPGTKKLIYFIDD
MNMPEVDKYGTVAPHTLIRQHMDH
RHWYDRQKLTLKDVHNCQYVACM
NPTSGSFTIDPRLQRHFCVFAVSFPG
QEALTSIYNTILAQHLSFRSAPLVIQR
LSSHLVTAALALHQKVSATFLPTAIK
FHYIFNLRDLSNIFQGILFSTAEILKT
PLDLVRLWLHEAERVYGDKMVDEK
DQETLHRVTIASVKKFFDDLGEENL
FAKPNIFCHFTQGIGDPKYFPVTDVA
QLNKLLKDVLDSYNEVNAVMNLVL
FEDAVAHICKINRILESPRGNALLVG
VGGSGKQSLSRLAAYISALDVFQITL
KKGYAIPDLKMDLATQYIKSAVKNVP
SVFLMTDSQVAEEQFLVLINDLLAS
GEIPGLFGDEDLENIISSMRPQVKSL
GIADTREACWKFFIEKVRRQLKVILC
FSPVGSVLRVRARKFPAVVNCTAIN
WFHEWPEDALVSVSARFLEETEGIE
PEVKTSISLFMAYVHTTVNEMSKIYL
TIERRYNYTTPKTFLEQIKLYQNLLA
KKRMELVAKIERLENGLMKLQSTAS
QVDDLKAKLAVQETELKQKNENAD
KLIQVVGVETEKVSKEKAIADEEEMK
VEVINKNVTEKQKACETDLAKAEPA
LLAAQEALDTLNKNNLTELKSFGSP
PDAVVNVTAAVMILTAPGGKIPKDKS
WKAAKIMMGKVDTFLDSLKKFDKE
HIPEACLKAFKPYQGNPTFDPEFIRS
KSTAAAGLCSWCINIVRFYEVYCDVA
PKRQALEEANAELAEAQEKLSRIKN
KIAELNANLSNLTSAFEKATAEKIKC
QQEADATNRVISLANRLVGGLASEN
VRWAESVENFKSQGVTLCGDVLLIS
AFVSYVGYFTKKYRNELMEKFWIPYI
NKLKVPIPITEGLDPLTLLTDDADVA
TWNNQGLPSDRMSTENATILCNTE
RWPLIVDAQLQGIKWIKNKYGSDLQ
AIRLGQKSYLDIIEQAISAGDTLLIENI
GETVDPVLDPLLGRNTIKKGRFIKIG
DKEVEYHPSFRLILHTKYFNPHYKPE
MQAQCTLINFLVTRDGLEDQLLAAV
VAKERPDLEQLKANLTKSQNEFKIV
LKELEDSLLARLSAASGNFLGDTALV
ENLETTKHTANEIEEKVQEAKITEVK
INEARENYRPAAERASLLYFILNDLN
KINPIYQFSLKAFNVVFEKAIQKTAPA
DEVKQRVINLTDEITYSVYMYTARGL
FERDKLIFLAQVTFQVLSMKKELNP
VELDFLLRFPFKAGVVSPVDFLQHQ
SWGGIKALSEMDEFKNLDSDIEGSA
KRWKKLVESEAPEKEIFPKEWKNKT
ALQKLCMVRCMRPDRMTYAVKNFV
EEKMGSKFVEGRSVEFSKSYKESSP
STPIFFILSPGVDPLKDVEALGKKLGF
TIDNGKLHNVSLGQGQEVVAENALD
VAAEKGHWVILQVRGSLPQNIHLVA
RWLGILDKKVERYSSGSHEDYRVFIS
AEPAPTAETHIIPQGILENAIKITNEP
PTGMYANLHKALDLFTQDTLEMCT
KEIEFKCILFALCYFHAVVAERRKFG



AQGWNRSYPFNNGDLTISINVLYNY
LEANSKVPWDDLRYLFGEIMYGGHI
TDDWDRRLCRTYLAEYIRVEMLEGE
VLLAPGFQIPPNLDYKGYHEYIDENL
PPESPYLYGLHPNAEIGFLTVTSEKL
FRTVLEMQPKETDSGAGTGVSREEK
VGAVPVPEGSLGSEGSLGTIGLPGTG
FQVKAVLDDILEKIPETFNMAEIMAK
AAEKTPYVVVAFQECERMNILTNEM
RRSLKELNLGLKGELTITTDMEDLST
ALFYDTVPDTWVARAYPSMMGLAA
WYADLLQRIRELESWTTDFALPTTV
WLAGFFNPQSFLTAIMQSMARKNE
WPLDKMCLSVEVTKKNREDMTAPP
REGSYVYGLFMEGARWDTQTGVIAE
ARLKDLTPVMPVIFIKAIPVDRMETK
NIYECPVYKTRIRGPTYVWTFNLKTK
EKAAKWILAAVALLLQV


