F];I iprotkB Entry name |organism full name oglcnacscore oplcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol [nucleus jmitochndrion enc'loplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q697228 IATS16_MOUSE |Mus A disintegrin and [25.810548 NaN NaN 29187734  MESRGCAALWVLLLAQVSEQQTPAC |False False 1.312 [1.252 |0.962 0.72 0.914 2.763 4.051
musculus |metalloproteinase IALGLAAAASGSPEDPQPPPFSGSSW
with LETGEYDLVSAYEVDHRGDYVSHDI
thrombospondin MHYQRRRRRRAVTQPGGDALHLRL
motifs 16 KGPRHDLHLDLKAASNLMAPGFMV

QTLGKGGTKSVQMFPPEENCFYQG
SLRSQGNSSVALSTCQGLLGMIRTK
DTDYFLKPLPPHLTSKLNRSAQGDS
PSHVLYKRSTERQAPRENEVLMITR
KRDLARPHLHHDNFHLGPSQKQHF
CGRRKKYMPQPPNDDLYILPDEYKP
SSRHKRSLLKSHRNEELNVETLVVV
DRKMMQSHGHENITTYVLTILNMV
SALFKDGTIGGNINIVIVGLILLEDEQ
PGLAISHHADHTLTSFCQWQSGLM
GKDGTRHDHAILLTGLDICSWKNEP
CDTLGFAPISGMCSKYRSCTVNEDS
GLGLAFTIAHESGHNFGMVHDGEG
NMCKKSEGNIMSPTLAGRNGVFSW
SSCSRQYLHKFLSTAQAICLADQPKP
VKEYKYPEKLPGQLYDANTQCKWQF
GEKAKLCMLDFRKDICKALWCHRIG
RKCETKFMPAAEGTLCGQDMWCRG
GQCVKYGDEGPKPTHGHWSDWSP
IWSPCSRTCGGGISHRDRLCTNPRPS
HGGKFCQGSTRTLKLCNSQRCPLDS
VDFRAAQCAEYNSKRFRGWLYKWK
PYTQLEDQDLCKLYCIAEGFDFFFSL
SNKVKDGTPCSEDSRNVCIDGMCE
RVGCDNVLGSDATEDSCGVCKGNN
SDCVTHRGLYSKHHSTNQYYHMVTI
PSGARSIHIYETNISTSYISVRNSLKR
YYLNGHWSVDWPGRYKFSGATFNY
KRSYKEPENLTSPGPTNETLIVELLF
QGRNPGVAWEFSLPRSGAKKTPAAQ
PSYSWAIVRSECSVSCGGGKMNSKA
GCYRDLKVPVNASFCNPKTRPVTGL
IVPCKVSPCPSSWSVGNWSVCSRTC
GGGTQSRPVRCTRRAHYRDESIPAS
LCPQPEPPIHQACNSQSCPPAWSTG
PWAECSRTCGKGWRKRTVACKSTN
PSARAQLLHDTACTSEPKPRTHEICL
LKRCHKHKKLQWLVSAWSQCSVTC
QGGTQQRVLRCAEKYISGKYRELAS
KKCLHLPKPDLELERACGLIPCPKHP
PFDASGSPRGSWFASPWSQCTASCG
GGVQRRTVQCLLRGQPASDCFLHEK
PETSSACNTHFCPIAEKRGTFCKDLF
HWCYLVPQHGMCGHRFYSKQCCN
TCSKSNL




