}J];l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
name sites sites reticulum apparatus membrane region
Q6A039 TBC12 _MOUSE [Mus TBC1 |36.83566 T252 S205;S236;5668;T669|40885482 MMGPEDAGACSGRNAELLPVPGPM |[False False 1.547 [2.124  |False False 0.646 0.503 False
musculus |domain GQDGKTVPATSGFSGGAVAAEPPEE
family IAGEEEAPPPRQLLQRYLAAAAGPLKP
member GLGGAEAEEAAAAAVPAARGSGMTN
12 GDSGFLLRQDRRGPEEARRRRTCGR

PCLLEPADEGVDGAGGLDDWAAPLE
DPLRSCCLAAGDTDDPDPAAATPAG
RAVESAEPSLGLPDARFGSRNTFEV
SRRQSAGDLLPSAGPSAPLPAAEQG
PGGTTARARRSGGFADFFARNLFPK
RTKELKSVVHSAPGWKLFGKVPPRE
NLQKTSKIIQQEYEARTGRTCKAAPQ
SSRRKSFALEPLSTTALILEDRPPNL
PAKSVEEALRHRQEYDEMVAEAKKR
EIKEAHKRKRIMKERFKQEESIASA
MVIWINEILPNWEVMRSTRRVREL
IWWQGLPPSVRGKVWSLAVGNELNI
TPELYEIFLSRAKERWKSFSESSSEN
DTEGLSVADREASLELIKLDISRTFPS
LYIFQKGGPYHDVLHSILGAYTCYRP
DVGYVQGMSFIAAVLILNLEEADAFI
IAFANLLNKPCQLAFFRVDHSMMLK
YFATFEVFFEENLSKLFLHFKSYNLT
PDIYLIDWIFTLYSKSLPLDLACRVW
DVFCRDGEEFLFRTGLGILRLYEDIL
LQMDFIHIAQFLTKLPEDITSEKLFS
CIAAIQMQNSTKKWTQVFASVAKDI

KEGDKNTSPALKS




