UniprotKB Entry name [organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
Q6AYI1 Q6AYI1_RAT [Rattus Probable |36.054081 NaN NaN 18683930;38843836 MSSYSSDRDRGRDRGFGAPRFGGS (True False 1.794 |4.764 [1.537 1.1 False 1.075 1.337

norvegicus

IATP-
dependent
RNA
helicase
DDX5

RTGPLSGKKFGNPGEKLVKKKWNL
DELPKFEKNFYQEHPDLARRTAQEV
DTYRRSKEITVRGHNCPKPVLNFYE
IANFPANVMDVIARQNFTEPTAIQAQ
GWPVALSGLDMVGVAQTGSGKTLSY
LLPAIVHINHQPFLERGDGPICLVLA
PTRELAQQVQQVAAEYCRACRLKST
CIYGGAPKGPQIRDLERGVEICIATPG
RLIDFLECGKTNLRRTTYLVLDEADR
MLDMGFEPQIRKIVDQIRPDRQTLM
WSATWPKEVRQLAEDFLKDYIHINI
GALELSANHNILQIVDVCHDVEKDE
KLIRLMEEIMSEKENKTIVFVETKRR
CDELTRKMRRDGWPAMGIHGDKSQ
QERDWVLNEFKHGKAPILIATDVAS
RGLDVEDVKFVINYDYPNSSEDYIHR
IGRTARSTKTGTAYTFFTPNNIKQVS
DLISVLREANQAINPKLLQLVEDRGS
GRSRGRGGMKDDRRDRYSAGKRGG
FNTFRDRENYDRGYSSLLKRDFGAK
TQNGVYSAANYTNGSFGSNFVSAGI
QTSFRTGNPTGTYQNGYDSTQQYGS
NVANMHNGMNQQAYAYPATAAAAP
MIGYPMPTGYSQ




