UniprotKB Entry organism (full name oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma eXtI"acellular
1D name sites sites reticulum apparatus membrane [region
Q6AYT7 IABD12_RAT [Rattus Lysophosphatidylserine |23.439218 NaN NaN 38843836 MRKRTEPVTLEHERCAASGSSSSGS

norvegicus

lipase ABHD12

IAAAALDADCSLKQNLRLAGKGTAEP
HSASDAGMKRALGRRKSLWFRLRKI
LLCVLGFYIAIPFLVKLCPGIQAKLIFL
NFVRVPYFIDLKKPQDQGLNHTCNY
YLQPEDDVTIGVWHTIPSVWWKNAQ
GKDQMWYEDALASNHPIILYLHGNA
GTRGGDHRVELYKVLSSLGYHVVTF
DYRGWGDSVGTPSERGMTYDALHV
FDWIKARSGDNPVYIWGHSLGTGVA
TNLVRRLCERETPPDALILESPFTNI
REEAKSHPFSVIYRYFPGFDWFFLDP
ITSSGIKFANDENMKHISCPLLILHA
EDDPVVPFHLGRKLYNIAAPSRSFRD
FKVQFIPFHSDLGYRHKYIYKSPELP
RILREFLGKSEPERQH

False

True
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1.484

1.534

4.233
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4.605

1.48




