UniprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation |y, g sequence intracellular [extracellular [cytosol [nucleus |mitochndrion | .. | golgi plasma extrac

D name sites  [sites reticulum |apparatus membrane [region

Q6DD88 IATLA3_HUMAN |Homo |Atlastin-|22.049046 T317 S535 39302247;34019948;40914422;386 |MLSPQRVAAAASRGADDAMESSKP |[False True 1.829 |1.731 1.897 5.0 1.907 3.646 1.187
sapiens 3 65916 GPVQVVLVQKDQHSFELDEKALASI

LLQDHIRDLDVVVVSVAGAFRKGKS
FILDFMLRYLYSQKESGHSNWLGDP
EEPLTGFSWRGGSDPETTGIQIWSE
VFTVEKPGGKKVAVVLMDTQGAFDS
QSTVKDCATIFALSTMTSSVQIYNLS
QNIQEDDLQQLQLFTEYGRLAMDEI
FQKPFQTLMFLVRDWSFPYEYSYGL
QGGMAFLDKRLQVKEHQHEEIQNV
RNHIHSCFSDVTCFLLPHPGLQVAT
SPDFDGKLKDIAGEFKEQLQALIPYV
LNPSKLMEKEINGSKVTCRGLLEYF
KAYIKIYQGEDLPHPKSMLQATAEAN
NLAAAASAKDIYYNNMEEVCGGEKP
'YLSPDILEEKHCEFKQLALDHFKKTK
KMGGKDFSFRYQQELEEEIKELYEN
FCKHNGSKNVFSTFRTPAVLFTGIVA
LYIASGLTGFIGLEVVAQLFNCMVGL
LLIALLTWGYIRYSGQYRELGGAIDF
GAAYVLEQASSHIGNSTQATVRDAV
'VGRPSMDKKAQ




