UniprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!op lasmic golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q6DFV1 CNDG2_MOUSE [Mus Condensin- |28.854855 NaN S30;T1114 34887587;28528544 MEKREAFIQAVSKELVEEFLQFLQL |None None None [None None None None None None
musculus [2 complex DKDSSNPFSLSELLDELSRKQKEEL
subunit G2 WQRLKDLLTETLLESPVDRWQTVEV

EGADDMESEHSPKMRKSIKIICAIVT
VILASVSIINEHENYGALLECAVILNG
ILYALPESEQKLQNSIQDLCVKWWE
RGLPAKEDMGKTAFIMLLRRSLETK
SGADVCRLWRIHQALYCFDYDWEES
REIKDMLLECFINVNYIKKEEGRRFL
SFLFSWNVDFIKMIHETIKNQLAGL
QKSLMVHIAEIYFRAWKKASGKMLE
TIEYDCIQDFMFHGIHLLRRSPVHSK
IVREVLSYFHQQKVRQGVEEMLYRLY
KPILWRGLKARNSEVRSNAALLFVE
AFPIRDPNFTATEMDNEIQKQFEELY
NLIEDPYPRVRSTGILGVCKISSKYW
EMMPPNILVDFLKKVTGELAFDISSA
DVRCSVFKCLPIILDNKLSHPLLEQL
LPTLRYSLHDNSEKVRVAFVDLLLKI
KAVRAAKFWKICPMEDILVRLEMDS
RPVSRRLVSLIFNSFLPVNQPEEVW
CERCVTLIQMNRAAARRFYQYAHEH
TASTNIAKLIHVIRHCLNACIQRTLRE
GSEAHKECEKENASVLDKTLSVNDT
IASMAGLLEIIVILWKNIHRSLENNKE
IAKIYTINKFAAVLPEYLKVFKDERCKI
PLFMLMSFLPASAVPVFSCGVISVLR
NQESVTGRSYCTLLDCLCSWGQVG
HVLELIVDWLPTVPPQAKSNLASKR
KVEINDTCSVKPELALLYMEYLLTHP
KNRECLLSVPQKKLNQLLKALEGSK
AELESFLQSPSGNPLNFNKATALHA
FGLYCRMSVHLQYKFCSEEKIHLSIL
DDTGSWLENKVLPLLEDQEEEYLKL
RKDVYQQIIQTYLAVCKDVVMVGLG
DPKFQMQLLQRSFGIMKTVKGFFYV
SLLLGILKEIAGNTIIHKTDSDEKVTV
LFDLVQEVFQKMLECIACIFRKQPEE
SLPLFHSVQTPLHEFITTIQSWHKDT
IAVHHAVLSTLIAAPVVEISHQLQKVS
DIEELTSPQCLHDLPPFSRCLVGVIM
KSSDVVRSFVDELKACVTSGDVEGIV
CLTAVLHIILVINKGKHISAKVKEVAT
AVYRKLKTFMEITLEEDSLERFLYES
SMRTLGEFLNP




