UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc_loplasmlc golgi pla

ID name sites reticulum |apparatus me

Q6DFW4  [NOP58_MOUSE [Mus Nucleolar 45.676504 NaN T34;S109;S304;5S351;5509;S521 [21540332;34887587;22645316;247 [MLVLFETSVGYAIFKVLNEKKLQEV [None None None [None |None None None No1
musculus |protein 88674;25153642;28135057;291877 |DSLWKEFETPEKANKIVKLKHFEKF

58

34;28528544

QDTAEALAAFTALMEGKINKQLKKV
LKKIVKEAHEPLAVADAKLGGVIKEK
LNLSCIHSPVVNELMRGIRSQMDGL
IPGVEPREMAAMCLGLAHSLSRYRL
KFSADKVDTMIVQAISLLDDLDKEL
NNYIMRCREWYGWHFPELGKIISDN
LTYCKCLQKVGDRKNYASASLSEFL
SEEVEAEVKAAAEISMGTEVSEEDIC
NILHLCTQVIEISEYRTQLYEYLQNR
MMAIAPNVTVMVGELVGARLIAHAG
SLLNLAKHAASTVQILGAEKALFRAL
KSRRDTPKYGLIYHASLVGQSSPKHK
GKISRMLAAKTVLAIRYDAFGEDSSS
IAMGIENRAKLEARLRILEDRGIRKIS
GTGKALAKAEKYEHKSEVKTYDPSG
DSTLPTCSKKRKIEEVDKEDEITEKK
IAKKAKIKIKAEVEEEMEEEEAEEEQV
IVEEEPTVKKKKKKDKKKHIKEEPLSE
EEPCTSTAVPSPEKKKKKKKKKDAE
D




