UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q6DRK5 Q6DRK5_DANRE [Danio Coatomer|26.412228 NaN NaN 40044042 MLTKFETKSARVKGLSFHPKRPWIL |NaN NaN NaN NaN NaN NaN NaN NaN None
rerio subunit ASLHNGVIQLWDYRMCTLIDKFDEH
alpha DGPVRGIDFHKQQPLFVSGGDDYKI

KVWNYKLRRCLFTLLGHLDYIRTTFF
HHEYPWILSASDDQTIRIWNWQSRT
CVCVLTGHNHYVMCAQFHPSEDLV
'VSASLDQTVRVWDISGLRKKNLSPG
AVDTEVRGISGVDLFGASDAVVKHV
LEGHDRGVNWAAFHPSMPLIVSGA
DDRQVKIWRMNESKAWELDTCRGH
'YNNVSCAVFHPRQELILSNSEDKSIR
VWDMSKRTGVQTFRRDHDRFWVL
GAHPNLNLFAAGHDSGMLVFKLER
ERPAYAVYGNMLYYVKDRFLRQLDF
NSSKDTAVMQLRSGSKFPVFSMSY
NPAENAVLLCTRATNLENSTYDLYSI
PRESDSQNPDAPEGKRSSGLTAVWV
ARNRFAVLDRMHSLLIKNLKNEIVK
KVQVPSCEEIFYAGTGSLLLRDAEGV
TLFDVQQKRSLATVKIAKVKYVVWSS
DANHVALLAKHAIMICNKKLESLCN
THENIRVKSGAWAENEVFIYTTSNHI
KYALTSGDHGIIRTLDLPIYVTRVRG
NSVYCLDRECRPRVLNIDPTEYRFKL
ALVNRKYEEVLHMVRNAKLVGQSII
AYLQKKGYPEVALHFVKDEKTRFSL
ALECGNIEVALEAAKALDERSCWER
LGEAALLQGHHQVVEMCYQRTKNF
DKLTFLYLITGNLTKLRKMMKIAEIR
KDMSGHYQGALYLGDVSERVRILKN
CGQKSLAYLTAATHGMDEEAEALKE
TFDLEKEMVPEVDPNAQLLQPPPPI
NPLDTNWPLLTVSKGFFEGAIAAKG
RAGQMVADLDMDAPGGEGWGEDA
ELHLDEDGFMDAQEGLGDEGAIGK
DDGGGWDVEEDLDLPPELDVPSVG
GGGAEGEGFFVPPTKGTSPTQMWC
NNSQLSVDHILAGSFETAMRLLHDQ
VGVVQFGPYKQLFMQTLSRGRTCYL
GLPSLPCLHSFPLRNWKDSGPKGGL
PAVGLRLADLISRLQQCYQLTTSGRF
EDAVERFRAILLSVPLLVVDNKQEIA
EAQQLITICKEYIIGLTMETERKKLPK
DSLDEQKRICEMAAYFTHCSLQPVH
MVLVLRTALNLFFKLRNFKTAAGFA
RRLLELGPKPEVAQQTRKILAACEKS
LTDAHQLNYDPHNPFDICAASYTPLY
RGRPVEKCPLSGACYCPKYKGEVCR
VTQVTEIGKDVIGLRVSPLQFR




