UniprotkB Entry name organism [full name oglcnacscore qglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D sites  |sites reticulum |apparatus membrane [region
Q6EMB2  [TTLL5_HUMAN Homo Tubulin 32.279762 S1221 |NaN 39894887;30059200 MPIVMARDLEETASSSEDEEVISQE [True False 4.554 [3.769  |False False False 4.379 False

sapiens

polyglutamylase
TTLLS

DHPCIMWTGGCRRIPVLVFHADAIL
TKDNNIRVIGERYHLSYKIVRTDSRL
'VRSILTAHGFHEVHPSSTDYNLMWT
GSHLKPFLLRTLSEAQKVNHFPRSY
ELTRKDRLYKNIIRMQHTHGFKAFH
ILPQTFLLPAEYAEFCNSYSKDRGPW
IVKPVASSRGRGVYLINNPNQISLEE
NILVSRYINNPLLIDDFKFDVRLYVLV
TSYDPLVIYLYEEGLARFATVRYDQG
IAKNIRNQFMHLTNYSVNKKSGDYV
SCDDPEVEDYGNKWSMSAMLRYLK
QEGRDTTALMAHVEDLIIKTIISAELA
IATACKTFVPHRSSCFELYGFDVLID
STLKPWLLEVNLSPSLACDAPLDLKI
KASMISDMFTVVGFVCQDPAQRAST
RPIYPTFESSRRNPFQKPQRCRPLSA
SDAEMKNLVGSAREKGPGKLGGSV
LGLSMEEIKVLRRVKEENDRRGGFI
RIFPTSETWEIYGSYLEHKTSMNYM
LATRLFQDRMTADGAPELKIESLNS
KAKLHAALYERKLLSLEVRKRRRRS
SRLRAMRPKYPVITQPAEMNVKTET
ESEEEEEVALDNEDEEQEASQEESA
GFLRENQAKYTPSLTALVENTPKEN
SMKVREWNNKGGHCCKLETQELEP
KFNLMQILQDNGNLSKMQARIAFSA
'YLQHVQIRLMKDSGGQTFSASWAAK
EDEQMELVVRFLKRASNNLQHSLR
MVLPSRRLALLERRRILAHQLGDFII
'VYNKETEQMAEKKSKKKVEEEEED
GVNMENFQEFIRQASEAELEEVLTF
YTQKNKSASVFLGTHSKISKNNNNY
SDSGAKGDHPETIMEEVKIKPPKQQ
QTTEIHSDKLSRFTTSAEKEAKLVYS
NSSSGPTATLQKIPNTHLSSVTTSDL
SPGPCHHSSLSQIPSAIPSMPHQPTI
LLNTVSASASPCLHPGAQNIPSPTGL
PRCRSGSHTIGPFSSFQSAAHIYSQK
LSRPSSAKAGSCYLNKHHSGIAKTQ
KEGEDASLYSKRYNQSMVTAELQRL
IAEKQAARQYSPSSHINLLTQQVTNL
NLATGIINRSSASAPPTLRPIISPSGPT
'WSTQSDPQAPENHSSSPGSRSLQTG
GFAWEGEVENNVYSQATGVVPQHK
'YHPTAGSYQLQFALQQLEQQKLQSR
QLLDQSRARHQAIFGSQTLPNSNLW
TMNNGAGCRISSATASGQKPTTLPQ
KVVPPPSSCASLVPKPPPNHEQVLR
RATSQKASKGSSAEGQLNGLQSSLN
PAAFVPITSSTDPAHTKI




