}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasn
name sites reticulum |apparatus meml
Q6F5E8 CARL2_HUMAN [Homo Capping (14.742822 T1115 [S991;S993;S1120;S1246;S1315;S14 [30379171;23301498;34019948 MAQTPDGISCELRGEITRFLWPKEV |None None None [None |None None None None
sapiens |protein, 20 ELLLKTWLPGEGAVQNHVLALLRW
IArp2/3 RAYLLHTTCLPLRVDCTFSYLEVQA
and MALQETPPQVTFELESLRELVLEFP
myosin- GVAALEQLAQHVAAAIKKVFPRSTLG
I linker KLFRRPTPASMLARLERSSPSESTDP
protein CSPCGGFLETYEALCDYNGFPFREEI
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QWDVDTIYHRQGCRHFSLGDFSHL
GSRDLALSVAALSYNLWFRCLSCVD
MKLSLEVSEQILHMMSQSSHLEELV
LETCSLRGDFVRRLAQALAGHSSSG
LRELSLAGNLLDDRGMTALSRHLER
CPGALRRLSLAQTGLTPRGMRALGR
IALATNAAFDSTLTHLDLSGNPGALG
IASEDSGGLYSFLSRPNVLSFLNLAGT
DTALDTVRGCSVGGWMTGRADWRA
GRGGLGPPAGVANSLPPQLFAAVSR
GCCTSLTHLDASRNVFSRTKSRAAP
IAALQLFLSRARTLRHLGLAGCKLPP
DALRALLDGLALNTHLRDLHLDLSA
CELRSAGAQVIQDLVCDAGAVSSLD
LADNGFGSDMVTLVLAIGRSRSLRH
IVALGRNFNVRCKETLDDVLHRIVQL
MQDDDCPLQSLSVAESRLKLGASVL
LRALATNPNLTALDISGNAMGDAGA
KLLAKALRVNSRLRSVVWDRNHTSA
LGLLDVAQALEQNHSLKAMPLPLND
IVAQAQRSRPELTARAVHQIQACLLR
NNRADPASSDHTTRLQPLGLVSDPS
EQEVNELCQSVQEHVELLGCGAGP
QGEAAVRQAEDAIQNANFSLSILPIL
YEAGSSPSHHWQLGQKLEGLLRQV
GEVCRQDIQDFTQATLDTARSLCPQ
MLQGSSWREQLEGVLAGSRGLPELL
PEQLLQDAFTRLRDMRLSITGTLAES
[VAQALAGLSAARDQLVESLAQQATV
TMPPALPAPDGGEPSLLEPGELEGL
FFPEEKEEEKEKDDSPPQKWPELSH
GLHLVPFIHSAAEEAEPEPELAAPGE
DAEPQAGPSARGSPSPAAPGPPAGPL
PRMDLPLAGQPLRHPTRARPRPRRQ
HHHRPPPGGPQVPPALPQEGNGLSA
RVDEGVEEFFSKRLIQQDRLWAPEE
DPATEGGATPVPRTLRKKLGTLFAFK
KPRSTRGPRTDLETSPGAAPRTRKTT
FGDLLRPPTRPSRGEELGGAEGDTS
SPDPAGRSRPRYTRDSKAYSMILLPA
EEEATLGARPDKRRPLERGETELAPS
FEQRVQVMLQRIGVSRGSGGAEGKR
KQSKDGEIKKAGSDGDIMDSSTEAP
PISIKSRTHSVSADPSCRPGPGSQGP
ESATWKTLGQQLNAELRSRGWGQQ
DGPGPPSPGQSPSPCRTSPSPDSLGL
PEDPCLGPRNEDGQLRPRPLSAGRR
IAVSVHEDQLQAPAERPLRLQRSPVL
KRRPKLEAPPSPSLGSGLGTEPLPPQ
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