UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
Q6GMV2  [SMYD5_HUMAN [Homo Protein-lysine N- 31.81622 NaN NaN 23301498;40914422;28510447 MAASMCDVFSFCVGVAGRARVSVE |False False 1.512 [2.299 [2.43 0.72 False 0.774

sapiens

trimethyltransferase
SMYD5

VRFVSSAKGKGLFATQLIRKGETIFV
ERPLVAAQFLWNALYRYRACDHCLR
IALEKAEENAQRLTGKPGQVLPHPEL
CTVRKDLHQNCPHCQVMYCSAECR
LAATEQYHQVLCPGPSQDDPLHPLN
KLQEAWRSIHYPPETASIMLMARMV
IATVKQAKDKDRWIRLFSQFCNKTAN
EEEEIVHKLLGDKFKGQLELLRRLFT
EALYEEAVSQWFTPDGFRSLFALVG
TNGQGIGTSSLSQWVHACDTLELKP
QDREQLDAFIDQLYKDIEAATGEFLN
CEGSGLFVLQSCCNHSCVPNAETSF
PENNFLLHVTALEDIKPGEEICISYL
DCCQRERSRHSRHKILRENYLFVCS
CPKCLAEADEPNVTSEEEEEEEEEE
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