UniprotKB

D Entry name organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extn:acelh
sites reticulum  |apparatus membrane region
Q6GQQY9  (OTU7B_HUMAN Homo OTU 26.249992 S471 S100;5S464;S467;S471;T729[23301498;29351928 MTLDMDAVLSDFVRSTGAEPGLAR  [True False 4.685 [4.819 [1.506 1.41 1.107 1.582 1.407
sapiens domain- DLLEGKNWDVNAALSDFEQLRQVH
containing AGNLPPSFSEGSGGSRTPEKGFSDR
protein 7B EPTRPPRPILQRQDDIVQEKRLSRGI

SHASSSIVSLARSHVSSNGGGGGSN
EHPLEMPICAFQLPDLTVYNEDFRS
FIERDLIEQSMLVALEQAGRLNWWV
SVDPTSQRLLPLATTGDGNCLLHAA
SLGMWGFHDRDLMLRKALYALMEK
GVEKEALKRRWRWQQTQQNKESGL
VYTEDEWQKEWNELIKLASSEPRM
HLGTNGANCGGVESSEEPVYESLEE
FHVFVLAHVLRRPIVVVADTMLRDS
GGEAFAPIPFGGIYLPLEVPASQCHR
SPLVLAYDQAHFSALVSMEQKENTK
EQAVIPLTDSEYKLLPLHFAVDPGKG
WEWGKDDSDNVRLASVILSLEVKLH
LLHSYMNVKWIPLSSDAQAPLAQPE
SPTASAGDEPRSTPESGDSDKESVG
SSSTSNEGGRRKEKSKRDREKDKKR
ADSVANKLGSFGKTLGSKLKKNMG
GLMHSKGSKPGGVGTGLGGSSGTE
TLEKKKKNSLKSWKGGKEEAAGDG
PVSEKPPAESVGNGGSKYSQEVMQS
LSILRTAMQGEGKFIFVGTLKMGHR
HQYQEEMIQRYLSDAEERFLAEQKQ
KEAERKIMNGGIGGGPPPAKKPEPD
AREEQPTGPPAESRAMAFSTGYPGD
FTIPRPSGGGVHCQEPRRQLAGGPC
VGGLPPYATFPRQCPPGRPYPHQDSI
PSLEPGSHSKDGLHRGALLPPPYRV
ADSYSNGYREPPEPDGWAGGLRGLP
PTQTKCKQPNCSFYGHPETNNFCSC
CYREELRRREREPDGELLVHRF




