
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6GQT9 NOMO1_MOUSE Mus
musculus

BOS
complex
subunit
NOMO1

36.397261 NaN S1196;S1197 37507081;40997131 MRAGRCAAALLLLLLSGAGRAIGSE
DIVVGCGGFVKSDVEINYSLIEIKLYT
KHGTLKYQTDCAPNNGYFMIPLYDK
GDFILKIEPPLGWSFEPTNVELRVDG
VSDICTKGGDINFLFTGFSVNGKVLS
KGQPLGPAGVQVSLRSTGADSKIQST
VTQPGGKFAFFKVLPGDYEILATHPT
WALKEASTTVRVTNSNANAAGPLIV
AGYNVSGSVRSDGEPMKGVKFLLFS
SLVNKEDVLGCNVSPVSGFQPPDES
LVYLCYAVSKEDGSFSFYSLPSGGYT
VVPFYRGERITFDVAPSRLDFTVEHD
SLRIEPVFHVMGFSVTGRVLNGPDG
EGVPEAVVTLNNQIKVKTKADGSFR
LENITTGTYTIHAQKEHLYFEMVTIKI
APNTPQLADLIATGFSICGQIAIVRSP
DTIKQMSKYRVVLSSQDKDKALLTV
DSDAHGSFCFKAKPGAYKVQVVVPE
AETRAGLMLKPQVFPLTVTNRPVMD
VAFVQFLASVSGKVSCLDTCGDLLV
TLQSLSRQGEKRSLQLSGKVNSMTF
TFDKVLPGRYKISIMHEDWCWRNKS
LEVEVLEDDVSAVEFRQTGYMLRCA
LSHAITLEFHQDGNGPENVGIYNLS
RGVNRFCLSKPGVYKVTPRSCHRFE
QAFYTYDTSSPSILTLTAIRHHVLGTII
TDKMMDVTVTIKSSIDSEPALVLGPL
KSAQELRREQQLAEIETRRQEREKN
GKEEGEEGRARPPGQEMVDELQGP
FSYDFSYWARSGEKITVTPSSKELLF
YPPSMEATVSGESCPGKLIEIHGKAG
LFLEGQIHPELEGVEIVISEKGASSPL
ITVFTDDKGAYSVGPLHSDLEYTVNS
QKEGYVLTAVEGTVGDFKAYALAGV
SFEIKAEDDQPLPGVLLSLSGGVFRS
NLLTQDNGILTFSNLSPGQYYFKPM
MKEFRFEPSSQMIEVQEGQNLRITIT
GFRTAYSCYGTVSSLNGEPEQGVAV
EAVGQKDCSIYGEDTVTDEEGKFRL
RGLLPGCMYHVQLKAEGNDHIERAL
PHHRVIEVGNNDVDDVNIIVFRQIN
QFDLSGNVITSSEYLSTLWVKLYKSE
SLDNPIQTVSLGQSLFFHFPPLLRDG
ENYVVLLDTTLPRSQYDYVLPQVSFT
AVGYHKHITLVFSPTRKLPEQDIAQG
SYIALPLTLLLLLAGYNHDKLIPLLLQ
LTSRLQGVRALGQAASDSSGPEDMK
RQTKKQKTRRT

False False False 0.867 1.092 3.15 0.585 2.23 1.556


