EVYPELQITNVVEANQPVTIQNWCK
RGRKQCKTHTHIVIPYRCLVGEFVSD
ALLVPDKCKFLHQERMDVCETHLH
'WHTVAKETCSEKSTNLHDYGMLLP
CGIDKFRGVEFVCCPLAEESDSVDS
ADAEEDDSDVWWGGADTDYADGGE
DKVVEVAEEEEVADVEEEEADDDED
VEDGDEVEEEAEEPYEEATERTTSTA
TTTTTTTESVEEVVRVPTTAASTPDA
VDKYLETPGDENEHAHFQKAKERLE
AKHRERMSQVMREWEEAERQAKN
LPKADKKAVIQHFQEKVESLEQEAA
NERQQLVETHMARVEAMLNDRRRL
ALENYITALQAVPPRPHHVFNMLKK
YVRAEQKDRQHTLKHFEHVRMVDP
KKAAQIRSQVMTHLRVIYERMNQSL
SLLYNVPAVAEEIQDEVDELLQKEQ
NYSDDVLANMISEPRISYGNDALMP
SLTETKTTVELLPVNGEFSLDDLQP
WHPFGVDSVPANTENEVEPVDARP
AADRGLTTRPGSGLTNIKTEEISEVK
MDAEFGHDSGFEVRHQKLVFFAED
'VGSNKGAIIGLMVGGVVIATVIVITLV
MLKKKQYTSIHHGVVEVDAAVTPEE

RHLSKMQQNGYENPTYKFFEQMQN

UniprotKB Entry name organism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular jextracellular cytosol nucleus mitochndrion em:.loplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
Q6GR78 Q6GR78 _MOUSE Mus Amyloid-|29.185005 NaN NaN 22645316 MLPSLALLLLAAWTVRALEVPTDGN [None None None [None None None None None None
musculus |beta A4 AGLLAEPQIAMFCGKLNMHMNVQN
protein GKWESDPSGTKTCIGTKEGILQYCQ




