UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion en(‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q61C98 GRAM4_HUMAN |Homo GRAM 26.565623 NaN S24;S28 39302247 MLRRLDKIRFRGHKRDDFLDLAESP (True False 1.396 |1.964 [5.0 3.416 False 2.898 0.907

sapiens

domain-
containing
protein 4

NASDTECSDEIPLKVPRTSPRDSEEL
RDPAGPGTLIMATGVQDFNRTEFDR
LNEIKGHLEIALLEKHFLQEELRKLR
EETNAEMLRQELDRERQRRMELEQ
KVQEVLKARTEEQMAQQPPKGQAQ
ASNGAERRSQGLSSRLQKWFYERFG
EYVEDFRFQPEENTVETEEPLSARR
LTENMRRLKRGAKPVTNFVKNLSAL
SDWYSVYTSAIAFTVYMNAVWHGW
AIPLFLFLAILRLSLNYLIARGWRIQW
SIVPEVSEPVEPPKEDLTVSEKFQLV
LDVAQKAQNLFGKMADILEKIKNLF
MWVQPEITQKLYVALWAAFLASCFF
PYRLVGLAVGLYAGIKFFLIDFIFKRC
PRLRAKYDTPYIIWRSLPTDPQLKER
SSAAVSRRLQTTSSRSYVPSAPAGLG
KEEDAGRFHSTKKGNFHEIFNLTEN
ERPLAVCENGWRCCLINRDRKMPT
DYIRNGVLYVTENYLCFESSKSGSSK
RNKVIKLVDITDIQKYKVLSVLPGSG
MGIAVSTPSTQKPLVFGAMVHRDEA
FETILSQYIKITSAAASGGDS




