UniprotKB [Entry organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular extracellular (cytosol nucleus |mitochndrion em!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
Q6IFW6 K1C10_RAT |Rattus Keratin, 26.1995 NaN S17;S38;549;5S52;S169 [38843836;34502162 MSVRFSSNSRQYSSARSGGGGGGG |False False 1.963 |3.127 |0.59 False False 4.167 3.313

norvegicus [type I
cytoskeletal
10

GGGSSIRVSSTKSSLGGGYSSGGFSG
GSFSRGSSSGGCFGGSSGGYGGFGG
GSFGGGYGGGSFGGGYGGGSFGGG
'YGGGSFGGGYGGGSFGGGSFGGGS
FGGGSFGGGLGGDGGGLLSGNEKV
TMQNLNDRLASYMNKVRDLEESNY
ELEGKIKEWYEKHGNSSQREPRDYS
KYYKTIEDLKGQIVNLTTDNANVLLQ
IDNARLAADDFRLKYENEVALRQSV
EADINGLRRVLDELTLSKADLEMQIE
SLTEELAYLKKNHEEEMKDLQNVST
GDVNVEMNAAPGVDLTQLLNNMR
NQYEQLAEKNRKDAEAWEFNEKSKE
LTTEIDSNIEQMSSHKSEITELRRTV
QGLEIELQSQLALKQSLEASLAETEG
RYCVQLSQIQSQISALEEQLQQIRAE
TECQNAEYQQLLDIKTRLENEIQTYR
SLLEGEGGYVGNLQITLNCFPSEFH
LAKLTQTQGKTRGWKGSNTNKTRVI
KTIIEEVTPEGRVLSSMIESETKKHFY




