endoplasmic |golgi plasma extracellular

UniprotKB Entry name organism |full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion N .
ID sites sites reticulum |apparatus membrane [region
Q6IFX2 K1C42_MOUSE |Mus Keratin, 27.796441 NaN NaN 39627609;34887587 [MASTTSVRQFSTSGSVKGLCAPGMG |False False 2.62 1.029 [2.074 False False 0.188 0.596
musculus |type I FSRMSSVRVGGACRAPSLLGGGSCG
cytoskeletal NMSVTSSRFSAGLGGGYGGGYTCSL
42 GGGFGSSFGVSDALLGGSEKETMQ

NLNDRLATYLDRVRALEEANADLEV
KIREWYKKQGPGPARDYSPYFKTIED
LRNKILAATIDNASIVLQIDNARLAAD
DFRTKYETELNLRMSVEADINGLRR
VLDELTLARADLEMQIESLKEELAYL
RKNHEEEMNALRGQVGGDVNVEM
DAAPGVDLSRILNEMRDQYEKMAE
KNRKDAEEWFFTKTEELNREVATNT
EALQSSRTEITELRRSVQNLEIELQS
QLSMKASLENSLAETEARYGAQLAQ
LQGLISSVEQQLCELRCDMERQNHE
YQVLLDVKTRLEQEIATYRRLLEGED
AHLATQYSSSLASQPSREGMVTSRQ
VRTIVEEVQDGKVVSSREQVHRSTH




