UniprotKB Entry organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q6IG02 K22E_RAT |Rattus Keratin, 23.439218 NaN S25;528;S64 38843836 MSCQISCKSRRGGGGGGGGGFRGF |False False 2.161 [2.82 False False False 4.15 0.547
norvegicus [type II SSGSAVVSGGSRRSTSGFSCLSRHG
cytoskeletal GGRGGSGGGGFGSQSLVGLGGYKSI
2 SSSVAGYGGGFGGRSYGGFGGGSGF
epidermal GGSGGFGGGSGFGGGRGFGGGSGF

GGGSGFGGGSGFGGGSGFGGGGFG
GGRFGGGPGGFGGPGGFPGGGIHE
IVSVNQSLLQPLDVKVDPEIQNVKSQ
EREQIKTLNNKFASFIDTVRFLEQQN
QVLHTKWELLQQLDVGTRTTNLDPV
FQAYIGILKKQVDRLTAERNSQDSEL
NNMQDLVEDFKKKYEDEINKRTSAE
NDFVTIKKDVDSCYMDKTELQAKM
EMLTQEVDFLRTLYDTELSQLQQNV
TDTNVILSMDNNRNLDLDSIIAEVQ
SQYEIIAHKSKAESEELYHSKANEEL
QVTAVKHGDSLKEIKMEISELNRTIQ
RLQGEISHVKKQCKGVQDSIADAEQ
RGEHAIKDARGKLTDLEEALQQGRE
NLARLLRDYQELMNVKLALDVEIAT
YRKLLEGEECRMSGDFSDNVSVSVT
SSTISSSVASKAGFGSGGQSSGGRGS
'YGGRGGGSTYGSGGRSSGVRGSGSG
SGGGGYSSGGGSRGGSGGGGYSTG
GGSRGGSSSGGGGYSSGGGSRGDSS
SGGGSRGGSGGGSRGGSGGGGYSS
GGGSRGGSSSGGAVSGSERGGSGSG
EGCGSGVTFSFR




