UniprotKB Entry organism [full name |oglcnacscore oglcnac phosphorylation |,y 1y sequence intracellular |extracellular [cytosol [nucleus mitochndrion |, .. | golgi plasma lextracellular
D name sites  [sites reticulum  |apparatus [membrane [region
Q6IMF3 K2C1_RAT [Rattus Keratin, 39.970251 NaN S23;S26;S69 34502162;41018975;38843836 | MSFQCSSRSLCRSGGGGGGRNFSS |[False False 3.092 (3.453 1.503 1.265 0.988 4.371 1.812
norvegicus [type II GSAGLVSFQRRSTSSSMRRSGGGGG
cytoskeletal GRFSGGGFCGSSGGGFGSKSLVNLG
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GGRSISISVAGGGSSYGGGFGGGSYG
GGSFGGGSFGGGVGGGFGGGGFGG
GGFGSGGGFGGGRFGGGFGPVCPP
GGIQEVTINQSLLQPLNVEVDPQIQK
VKSQEREQIKSLNDKFASFIDKVRFL
EQQNQVLQTKWELLQQVDTSTRTQ
NLDPFFESYISNLRRQVDSLKNDQS
RMDSELKNMQDLVEEYRTKYEDEI
NKRTNAENEFVTIKKDVDSAYMNKA
ELQARVDNLQQDIDFFSTLYQMELS
QMQTQISETNVVLSMDNNRTLDLD
GIIAEVKAQYDSICQRSKAEAETFYQ
SKYEELQITAGKHGDSVKNTKMEIS
ELNRVIQRLRSEIDSVKKQISQMQQ
NISDAEQRGEKALKDAQNKLNEIED
ALTQAKEELTRLLRDYQELMNTKLA
LDMEIATYRKLLEGEEIRMSGECTP
NVSVSVSTSHTSMSGTSSRGGGRYG
SGGGGGGGTYGGGSRGGSYGGGSG
GGSYGGCSSGGGSGGGSYGGGSSG
GHRGGSGGGGGSSGGSYGGSSGGG
RGGSSSGGGVKSSGSSSVKFVSTTYS
RGTN




