UniprotKB Entry name organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi I
ID name sites reticulum apparatus membrane
Q6IMN6  |CAPR2_HUMAN |Homo Caprin- 20.287618 $338;5468;T978 (S948;5949 28411811;30379171;28657654;372 |MEVQVSQASLGFELTSVEKSLREWS [True False 4.612 [4.69 5.0 0.817 0.829 3.446
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RLSREVIAWLCPSSPNFILNFPPPPS
IASSVSMVQLFSSPFGYQSPSGHSEE
EREGNMKSAKPQVNHSQHGESQRA
LSPLQSTLSSAASPSQAYETYIENGLI
CLKHKIRNIEKKKLKLEDYKDRLKSG
EHLNPDQLEAVEKYEEVLHNLEFAK
ELQKTFSGLSLDLLKAQKKAQRREH
MLKLEAEKKKLRTILQVQYVLQNLT
QEHVQKDFKGGLNGAVYLPSKELDY
LIKFSKLTCPERNESLSVEDQMEQS
SLYFWDLLEGSEKAVVGTTYKHLKD
LLSKLLNSGYFESIPVPKNAKEKEVP
LEEEMLIQSEKKTQLSKTESVKESES
LMEFAQPEIQPQEFLNRRYMTEVDY
SNKQGEEQPWEADYARKPNLPKRW
DMLTEPDGQEKKQESFKSWEASGK
HQEVSKPAVSLEQRKQDTSKLRSTL
PEEQKKQEISKSKPSPSQWKQDTPK
SKAGYVQEEQKKQETPKLWPVQLQK
EQDPKKQTPKSWTPSMQSEQNTTK
SWTTPMCEEQDSKQPETPKSWENN
VESQKHSLTSQSQISPKSWGVATAS
LIPNDQLLPRKLNTEPKDVPKPVHQ
PVGSSSTLPKDPVLRKEKLQDLMTQI
QGTCNFMQESVLDFDKPSSAIPTSQ
PPSATPGSPVASKEQNLSSQSDFLQ
EPLQATSSPVTCSSNACLVTTDQASS
GSETEFMTSETPEAAIPPGKQPSSLA
SPNPPMAKGSEQGFQSPPASSSSVTI
NTAPFQAMQTVFNVNAPLPPRKEQE
IKESPYSPGYNQSFTTASTQTPPQCQ
LPSIHVEQTVHSQETAANYHPDGTIQ
VSNGSLAFYPAQTNVFPRPTQPFVN
SRGSVRGCTRGGRLITNSYRSPGGY
KGFDTYRGLPSISNGNYSQLQFQAR
EYSGAPYSQRDNFQQCYKRGGTSGG
PRANSRAGWSDSSQVSSPERDNETF
NSGDSGQGDSRSMTPVDVPVTNPA
IATILPVHVYPLPQQMRVAFSAARTS
NLAPGTLDQPIVFDLLLNNLGETFDL
QLGRFNCPVNGTYVFIFHMLKLAVN
'VPLYVNLMKNEEVLVSAYANDGAPD
HETASNHAILQLFQGDQIWLRLHRG

IATYGSSWKYSTFSGYLLYQD




