UniprotKB

D Entry name |organism full name [oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi ! extx:acellul
sites sites reticulum |apparatus membrane fregion
Q6IPM2 IQCE_HUMAN Homo 1Q 26.768452 NaN S322 37217939;39894887;34105348 MFLGTGEPALDTGDDSLSAVTFDSD (False False 2.63 3.419 ([False False False 3.0 False
sapiens  |domain- 'VETKAKRKAFHKPPPTSPKSPYLSKP
containing RKVASWRSLRTAGSMPLGGRASLTP
protein E QKLWLGTAKPGSLTQALNSPLTWEH

AWTGVPGGTPDCLTDTFRVKRPHLR
RSASNGHVPGTPVYREKEDMYDEIIL
ELKKSLHVQKSDVDLMRTKLRRLEE
ENSRKDRQIEQLLDPSRGTDFVRTL
AEKRPDASWVINGLKQRILKLEQQC
KEKDGTISKLQTDMKTTNLEEMRIA
METYYEEVHRLQTLLASSETTGKKP
LGEKKTGAKRQKKMGSALLSLSRSV
QELTEENQSLKEDLDRVLSTSPTISK
TQGYVEWSKPRLLRRIVELEKKLSV
MESSKSHAAEPVRSHPPACLASSSA
LHRQPRGDRNKDHERLRGAVRDLK
EERTALQEQLLQRDLEVKQLLQAKA
DLEKELECAREGEEERREREEVLRE
EIQTLTSKLQELQEMKKEEKEDCPE
VPHKAQELPAPTPSSRHCEQDWPPD
SSEEGLPRPRSPCSDGRRDAAARVL
QAQWKVYKHKKKKAVLDEAAVVLQ
AAFRGHLTRTKLLASKAHGSEPPSV
PGLPDQSSPVPRVPSPIAQATGSPVQ
EEAIVIIQSALRAHLARARHSATGKR
TTTAASTRRRSASATHGDASSPPFLA
ALPDPSPSGPQALAPLPGDDVNSDD
SDDIVIAPSLPTKNFPV




