UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em‘!oplasmlc golgi [plasma extt:acellular
1D name sites sites reticulum apparatus membrane [region
Q6IQE0 PU60B_DANRE [Danio Poly(U)- [26.412228 NaN NaN 40044042 MENGQGTGSKLGLPPLTPEQQEALQ NaN NaN NaN NaN NaN NaN NaN NaN None
rerio binding- KAKKYAMEQSIKSVLVKQTIAHQQQ

splicing QLTNLQMAAVTMGFGDPLSSLQSV

factor IAAQRQRALAIMCRVYVGSIYYELGED

PUF60- TIRQAFAPFGPIKSIDMSWDSVTMK

B HKGFAFVEYEVPEAAQLALEQMNSV

MLGGRNIKVGRPGSIGQAQPIIEQLA
EEARAYNRIYVASIHPDLSDDDIKSV
FEAFGKIKSCMLAREPTTGKHKGFG
FIEYEKPQSSLDAVSSMNLFDLGGQ
YLRVGKAVTPPMPLLTPTTPGGLPPA
IAAVAAAAATAKITAQEAVAGTVLSSL
IASPAHILSQQMGLPQAVLAAQAPGII
TGLSTTKTVFHLVGLVNPVLASPPVT
IAPASMGTPTSAVQLHTEVKREEDSR
RTAEDHSAPVGNGQDSELERLSVSA
SAGRQAAIQSKSTVMVLRNMVGPED
IDDDLEGEVMEECGKYGAVNRVIIY
QERQGEEDDAEIIVKIFVEFSDAGEM
NKAIQALNNRWFAGRKVVAELYDQ
DRFNSSDLTA




