UniprotKB Entry name organism [full name |oglcnacscore qglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol |nucleus mitochndrion ent‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q61QQ8 Q61QQ8 DANRE |Danio Translation [26.412228 NaN NaN 40044042 MEERELVEYFRGQIREDPDVASAVA |[NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio initiation IATRSLLEFLKRDQSETILGLRENMTQ

factor IATHRLQEADPSVAVSSGGELFLRFIS

elF2B LTSLEHPDLSQCKNVMIERGELFLK

subunit KISLSRGKVGKLCHTFIKDGAKILTH

alpha SSSRVVLKVLENAAADNKRFTVKLM

IAEKLRKLSIPVTVVLDAAVGYILEKV
DLVIVGAEGVVESGGVINKIGTYQMA
IVCSKAHNKPFYVVAESFKFVRLYPL
NQQDVPDRFKYKADVLKTAEDLNQ
EHPLIDYTPSSLITLLFTDLGVLTPSA
IVSDELIKLYL




