}gﬂpthB Entry name lorganism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extx:acellular
name sites sites reticulum apparatus membrane [region
Q6N043 Z280D_HUMAN [Homo Zinc  |23.970832 T94;T97;S98|S104;S545;S908;S911 [39534244;30379171 | MGDNPFQPKSNSKMAELFMECEEE [True False 1.592 [4.538 |0.615 False 1.411 False False
sapiens |[finger ELEPWQKKVKEVEDDDDDEPIFVGE
protein ISSSKPAISNILNRVNPSSYSRGLKN
280D GALSRGITAAFKPTSQHYTNPTSNPV

PASPINFHPESRSSDSSVIVQPFSKP
GYITNSSRVVSNKSSELLFDLTQDTG
LSHYQGGPTLSMAGMSESSFLSKRP
STSEVNNVNPKKPKPSESVSGANSS
AVLPSVKSPSVTSSQAMLAKGTNTS
SNQSKNGTPFPRACPKCNIHFNLLD
PLKNHMKYCCPDMINNFLGLAKTE
FSSTVNKNTTIDSEKGKLIMLVNDFY
'YGKHEGDVQEEQKTHTTFKCFSCLK
ILKNNIRFMNHMKHHLELEKQSSE
SWENHTTCQHCYRQFPTPFQLQCHI
ESTHTPHEFSTICKICELSFETEHVL
LQHMKDNHKPGEMPYVCQVCNYRS
SSFSDVETHFRTSHENTKNLLCPFC
LKVIKIATP'YMHHYMKHQKKGIHRC
TKCRLQFLTCKEKMDHKTQHHRTFI
KPKQLEGLPPGTKVTIRASVGPLQSG
ASPTPSISASASTLQLSPPRTKNITAK
NPAKSNTSKPNTVKSNASKPNTSKP
NGSKSKYKPKISNMQKKQSTLASSN
KKSKVNTALRNLRYRRGIHKCIECCS
EIKDFANHFPTYVHCSFCRYNTSCS
KAYVNHMMSFHSNRPSKRFCIFKK
HSENLRGITLVCLNCDFLSDVSGLD
NMATHLSQHKTHTCQVVMQKVSVC
IPTSEHLSELKKEAPAKEQEPVSKEI
ARPNMAERETETSNSESKQDKAASS
KEKNGCNANSFEGSSTTKSEESITV
SDKENETCLADQETGSKNIVSCDSN
IGADKVEKKKQIQHVCQEMELKMC
QSSENIILSDQIKDHNSSEARFSSKN
IKDLRLASDNVSIDQFLRKRHEPESV
SSDVSEQGSIHLEPLTPSEVLEYEAT
EILQKGSGDPSAKTDEVVSDQTDDIP
GGNNPSTTEATVDLEDEKERS




