UniprotKB Entry name organism (full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q6N063 OGFD2_HUMAN [Homo 2- 24.627021 NaN NaN 37217939;39894887 MATVGAPRHFCRCACFCTDNLYVAR |False False 1.031 [2.543 [False False False False 1.781
sapiens oxoglutarate YGLHVRFRGEQQLRRDYGPILRSRG

and iron- CVSAKDFQQLLAELEQEVERRQRLG

dependent QESAARKALIASSYHPARPEVYDSLQ

oxygenase DAALAPEFLAVTEYSVSPDADLKGLL

domain- QRLETVSEEKRIYRVPVFTAPFCQAL

containing LEELEHFEQSDMPKGRPNTMNNYG

protein 2 VLLHELGLDEPLMTPLRERFLQPLM

ALLYPDCGGGRLDSHRAFVVKYAPG
QDLELGCHYDNAELTLNVALGKVFT
GGALYFGGLFQAPTALTEPLEVEHV
VGQGVLHRGGQLHGARPLGTGERW
NLVVWLRASAVRNSLCPMCCREPD
LVDDEGFGDGFTREEPATVDVCALT




