UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane region
Q6N069 NAA16_HUMAN Homo N-alpha- 18.379595 S466 NaN 30379171 MPNVLLPPKESNLFKRILKCYEQKQ |None None None |None None None None None None
sapiens acetyltransferase 'YKNGLKFCKMILSNPKFAEHGETLA
16, NatA MKGLTLNCLGKKEEAYEFVRKGLRN

auxiliary subunit

DVKSHVCWHVYGLLQRSDKKYDEAI
KCYRNALKLDKDNLQILRDLSLLQIQ
MRDLEGYRETRYQLLQLRPTQRASW
IGYAIAYHLLKDYDMALKLLEEFRQT
QQVPPNKIDYEYSELILYQNQVMRE
IADLLQESLEHIEMYEKQICDKLLVEE
IKGEILLKLGRLKEASEVFKNLIDRN
IAENWCYYEGLEKALQISTLEERLQIY
EEISKQHPKAITPRRLPLTLVPGERF
RELMDKFLRVNFSKGCPPLFTTLKS
LYYNTEKVSIIQELVINYEASLKTCD
FFSPYENGEKEPPTTLLWVQYFLAQ
HFDKLGQYSLALDYINAAIASTPTLIE
LFYMKAKIYKHIGNLKEAAKWMDEA
QSLDTADRFINSKCAKYMLRANMIK
EAEEMCSKFTREGTSAMENLNEMQ
CMWFQTECISAYQRLGRYGDALKKC
HEVERHFFEITDDQFDFHTYCMRK
MTLRAYVDLLRLEDILRRHAFYFKAA
RSAIEIYLKLYDNPLTNESKQQEINS
ENLSAKELKKMLSKQRRAQKKAKLE
EERKHAERERQQKNQKKKRDEEEE
EASGLKEELIPEKLERVENPLEEAVK
FLIPLKNLVADNIDTHLLAFEIYFRKG
KFLLMLQSVKRAFAINSNNPWLHE
CLIRFSKSVSNHSNLPDIVSKVLSQE
MQKIFVKKDLESFNEDFLKRNATSL
QHLLSGAKMMYFLDKSRQEKAIAIA
TRLDETIKDKDVKTLIKVSEALLDGS
FGNCSSQYEEYRMACHNLLPFTSAF
LPAVNEVDNPNVALNHTANYDVLA
NEIL




