QIAILYVCGLASTVLFGLVASSLVDW
LGRKNSCVLFSLTYSLCCLTKLSQDY
FVLLVGRALGGLSTALLFSAFEAWYI
HEHVERHDFPAEWIPATFARAAFW
NHVLAVVAGVAAEAVASWIGLGPVA
PFVAAIPLLALAGALALRNWGENYD
RQRAFSRTCAGGLRCLLSDRRVLLL
GTIQALFESVIFIFVFLWTPVLDPHG
APLGIIFSSFMAASLLGSSLYRIATSK
RYHLQPMHLLSLAVLIVVFSLFMLTF
STSPGQESPVESFIAFLLIELACGLYF
PSMSFLRRKVIPETEQAGVLNWFRV
PLHSLACLGLLVLHDSDRKTGTRNM
FSICSAVMVMALLAVVGLFTVVRHD

AELRVPSPTEEPYAPEL

UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q6N075 MFSD5 HUMAN [Homo Molybdate- [27.039344 T442 NaN 39534244 |MLVTAYLAFVGLLASCLGLELSRCR |False False 0.745 |0.607  |False 0.375 0.831 4.198 0.635
sapiens anion AKPPGRACSNPSFLRFQLDFYQVYF
transporter LALAADWLQAPYLYKLYQHYYFLEG




