: PPN < : - 7
UniprotKB Entry name organism [full name oglcnacscore oglcnac L oF rylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion en('ioplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
Q6NUP7 PP4R4 HUMAN Homo Serine/threonine- [26.75988 NaN S775;T797 29485866 MHPPPPAAAMDFSQNSLFGYMEDL |None None None |None None None None None None
sapiens  |protein QELTIIERPVRRSLKTPEEIERLTVDE

phosphatase 4 DLSDIERAVYLLSAGQDVQGTSVIAN

regulatory LPFLMRQNPTETLRRVLPKVREALH

subunit 4 IVAGVEMQLTAAMSFLTILQDESVSI

HAYTHSFLQVILLHLEHRDTGVSNA
WLETLLSVIEVLPKETLRHEILNPLV
SKAQLSQTVQSRLVSCKILGKLTNKF
DAHTIKREILPLVKSLCQDVEYEVRS
CMCRQLENIAQGIGTELTKSVVLPEL
IELSRDEGSSVRLAAFETLVNLLDIF
DTDDRSQTILPLVKSFCEKSFKADES
ILISLSFHLGKLCHGLYGIFTPDQHL
RFLEFYKKLCTLGLQQENGHNENQI
PPQILEQEKKYISVRKNCAYNFPAMI
IVEVDPKNFHMELYSTFFCLCHDPEV
PVRYTIAICFYEVSKLLNSGVYLIHKE
LITLLQDESLEVLDALIDHLPEILELM
STGGESSVQENKLSSLPDLIPALTAA
EQRAAASLKWRTHEKLLQKYACLPH
IVISSDQIYYRFLQRMFTIMMTNNVL
PVQKAASRTLCIFLRYNRKQEQRHE
IVIQKLIEQLGQGKSYWNRLRFLDTC
EFIIEIFSKSFFCKYFFLPAIELTHDPV
IANVRMKLCYLLPKVKSTLKIPADKH
LLQQLEMCVRKLLCQEKDKDVLAIV
KRTVLELDRMEMSMDAFQKKFYEK
DLLDQEKEREELLLLEMEQLEKEKQ
QNDGRPMSDKMFEKKRRDTKTPTQ
SLPKNIPISVPGPSSVTPSTSKEIKKS
KLIRSQSFNNQAFHAKYGNLEKCAS
KSSTTGYTTSVSGLGKTSVLSLADDS
FRTRNASSVPSSFSPNTPLPSTSRGT
GNSVDPKSSGSKDTQPRKATLKSRK
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