
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6NUQ1 RINT1_HUMAN Homo
sapiens

RAD50-
interacting
protein	1

30.06228 S70;S500 NaN 35254053;39302247;31637018 MLPAGEIGASPAAPCCSESGDERKN
LEEKSDINVTVLIGSKQVSEGTDNGD
LPSYVSAFIEKEVGNDLKSLKKLDKL
IEQRTVSKMQLEEQVLTISSEIPKRIR
SALKNAEESKQFLNQFLEQETHLFS
AINSHLLTAQPWMDDLGTMISQIEEI
ERHLAYLKWISQIEELSDNIQQYLMT
NNVPEAASTLVSMAELDIKLQESSC
THLLGFMRATVKFWHKILKDKLTSD
FEEILAQLHWPFIAPPQSQTVGLSRP
ASAPEIYSYLETLFCQLLKLQTSDELL
TEPKQLPEKYSLPASPSVILPIQVMLT
PLQKRFRYHFRGNRQTNVLSKPEW
YLAQVLMWIGNHTEFLDEKIQPILD
KVGSLVNARLEFSRGLMMLVLEKLA
TDIPCLLYDDNLFCHLVDEVLLFERE
LHSVHGYPGTFASCMHILSEETCFQ
RWLTVERKFALQKMDSMLSSEAAW
VSQYKDITDVDEMKVPDCAETFMTL
LLVITDRYKNLPTASRKLQFLELQKD
LVDDFRIRLTQVMKEETRASLGFRY
CAILNAVNYISTVLADWADNVFFLQL
QQAALEVFAENNTLSKLQLGQLASM
ESSVFDDMINLLERLKHDMLTRQV
DHVFREVKDAAKLYKKERWLSLPSQ
SEQAVMSLSSSACPLLLTLRDHLLQ
LEQQLCFSLFKIFWQMLVEKLDVYIY
QEIILANHFNEGGAAQLQFDMTRNL
FPLFSHYCKRPENYFKHIKEACIVLN
LNVGSALLLKDVLQSASGQLPATAA
LNEVGIYKLAQQDVEILLNLRTNWP
NTGK

True True 4.461 2.472 1.024 5.0 3.064 1.173 0.702


