rerio

MGMGMGNPNFRNQNQHHFQNRG
PQMGGGFRQNQGNQGNQVSTQQK
PQEPAQNKPVVQTPPAQGPGQAQQA
IANKGPTPQQTPTVAPPKIQSAPPKIQ
SPPPKIQSPPPAQNNAKTPEIASPQN
QQRKNLPKPAMGNGQKPPAPLKQE
QTPAPTPPPAQQQQQQQQQQKQTP
IANEQSSQPQELKATLSLLRKPGEKT
YTQRCRLFIGNLPNDITEPEFRKLFA
KYGEPSEIFINQGKGFGFIRLESRAL
IAEVAKAELDDTPMKGRPLRVRFATH
SAALSVRNLSPFVSNELLEEAFSQFG
LVERAIVIVDDRGRSTGKGIVEFSSK
PAARKAMDRISDGVFLLTSSPRPIVV
ELLEQYDDEDGLPEKLAQKNPSYQK
EREQPPRFARPGTFEYEYSQRWKSL
DEMEKQQRQQVEKNICEAREKLET
EMDDAYHEHQANMLRQDLLRRQE
ELRRMEELHSQEMQKRKEMQLRQ
EEERRRREEEMMRQREIEEQLRRK
REESYRMNNFMDNRDREMRMNTS
GGMGLSDMSFGSPNQKFSLTGMSF
DGHQGLSGSTQGGLASNEMRNDRF
QQGGSGGQRGIGAGNSGFGRVREE
FDGPAKKPRF

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation sequence intracellular extracellular [cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q6NUU2 |Q6NUU2_DANRE Danio NaN [26.412228 NaN NaN MGMRGGMGMGMGMGMGMGMG |[NaN NaN NaN NaN NaN NaN NaN NaN None




