UniprotKB Entry name organism [full name oglcnacscore o_glcnac p_h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasrmc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q6NWIS Q6NWI5_DANRE [Danio Methylcrotonoyl- 26.412228 NaN NaN 40044042 MILHYAKPVAFLIRSRSVNAAVSRLY |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio CoA carboxylase HADKVATVGSQPDTQSPVFQENYER
beta chain, MQALVKELKDRAEKIKLGGGEKARN

mitochondrial

LHTSRGKLLPRERIDRLLDPGSPFLE
FSQFAAYQLYGKEEVPAGGIITGIGR
VSGVECLIVANDATVKGGTYYPVTVK
KHLRAQEIAQQNHLPCIYLVDSGGA
NLSRQADVFPDRDHFGRIFFNQARL
SSEGISQIAVVMGSCTAGGAYVPAM
IADESIIVRKQGTIFLGGPPLVKAATGE
EVSAEDLGGADLHCRKSGVTDHYAL
DDNHALHLARKAVRSLNYKKNLDV
TVEPPEAPLFPADELYGIVGDNLKRN
FDIREVIARIVDGSKFDEFKAFYGDT
LITGFARIFGYPVGIIGNNGVLFSESA
KKGTHFIELCCQRNIPLLFLQNITGF
MVGREYEAGGIAKDGAKMVTAVACA
NVPKITVIIGGSYGAGNYGMCGRAYG
PRFLYMWPNSRISVMGGEQAATVLA
TITKDQKAREGKEFTAEQEAAMKEPI
IKRFEEEGNPYYSSARLWDDGIIDPA
DTRLVLGLSLSAALNAPTQKTRFGVF
RM




