IYKEVKRAGLNEMVEYITHNRDVVTE
SIYPEAVIMFSVNLFRTLPPSSNPTG
AEFDPEEDEPTLEAAWPHLQLVYEF
FLRFLESPDFQPNIAKKYIDQKFVLS
LLELFDSEDPRERDFLKTILHRIYGK
FLGLRAYIRRQINNIFYRFIYETEHH
NGIAELLEILGSIINGFALPLKEEHK
MFLIRVLLPLHKVKSLSVYHPQLAYC
IVVQFLEKDSSLTEPVIMGLLKFWPK
THSPKEVMFLNELEEILDVIEPSEFV
KVMEPLFRQLAKCVSSPHFQVAERA
LYYWNNEYIMSLISDNAAKILPIMFP
IALYKNSKSHWNKTIHGLIYNALKLF
MEMNQKLFDDCTQQYKAEKQKEKY
KVKEREEMWHKIEALAKQNPQSTK
IVQLRPGLAQEEYMMYNEGGMPIYS
METETPTVEDIQLLKKTVESEASQG
MKEIKKDKVLMRRKSELPQDVYTIK

IALEAHKRAEEYLTANQEAL

g;l iprotKB Entry name organism [full name oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular extracellular|cytosol jnucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
sites sites reticulum |apparatus membrane region
Q6NWX4 |Q6NWX4 DANRE |Danio Serine/threonine 26.412228 NaN NaN 40044042 MPNKTKKEKEPTKSAKSSTKNSNAS [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio protein IAGKDVGTENSEEAQQTASKRPSNST
phosphatase 2A PPPTQLNKIKYSGGPQIVKKERRQSS
regulatory SRFNLSKNRELQKLPALKDAPPIDRE
subunit ELFVQKLRQCCVLFDFVTDPLSDLK




