}'I];l iprotKB Entry name organism [full name [oglcnacscore (s)iggacsnac phosphorylation sites PMIDS sequence
Q6NXI6-2 |RPRD2 MOUSE |Mus Isoform 2 |41.397701 S1110 S16;S374;T376;S392;S492;S495;S4 (22645316;22517741;36852467;333 |MAAGGGGGSSKASSSSASSAGALES
musculus |of (Q6NXI6-(98;S504;T536;S583;S612;T617;S63 |00544;21606357;30059200;344180 |SLDRKFQSVTNTMESIQGLSSWCIE
Regulation 2) 3;S682;S684;S735;S738;T742;S749; |53;23443134;34678516;29562282 |NKKHHSTIVYHWMKWLRRSTYPHR
of nuclear T751;S777;S781;T782;S788;S836;S LNLFYLANDVIQNCKRKNAIIFRESF
pre-mRNA 845;5919;S947;S984;S995;S1086;S ADVLPEAAALVKDPSVSKSIERIFKIW
domain- 1117 EDRNVYPEDMIVALREALTSTNPKA
containing ALKSKIVAEFRSQALIEELLMYKRSE
protein 2 DQIELKEKQLSTMRVDVCSTETLKC

LKDKTGGKKFSKEFEEASSKLEEFV
NGLDKQVKNGPSLTEALENAGIFYE
AQYKEVKVVANAYKTFANRVNNLKK
KLDQLKSTLPDPEESPVPSPSMDAP
SPTGSESPFQGMGGEEPQSPAMES
DKSATPEPVTDNRDVEDMELSDVED
DGSKIIVEDRKEKPVEKPAVSTGVPT
KSTESVSKASPCAPPSVPTTAAPPLP
KPLSTALLSPSPTLVLPNLANVDLAK
ISSILSSLTSVMKNTGVSSASRPSPGI
PTSPSNLSSGLKTPAPATTPSHNPLA
NILSKVEITPESILSALSKTQTQSAPA
LQGLSSLLQSVTANPVPASEVTSQST
TASPASTTGSAVKGRNLLSSTQSFIP
KSFNYSPSSSTSEVSSTSASKASVGQ
SPVLPSTTFKLPSSSLGFTGTHNPSP
AAPPTEVAVCQSSEVSKPKPESESTS
PSLEMKIHNFLKGNPGFSGLNLNIPI
LSSLGSSAPSEGHASDFQRGPTSTSV
DSIDGTPVRDERSGTPTQDEMMDKP
TSSSVDTMSLLSKIISPGSSTPSSTRS
PPPGRDESYPQELPNSVSTYRPFGLG
SDSPYKQPSGGVERPSSLMDSSQEK
LFPDTSFQEDEDYRDFEYSGPPPSA
MMNLEKKPAKSILKSSKLSDATEYQ
PILSSYNHRAQEFGVKSAFPPSVRAL
LDSSENCDRLSSPPGLFGAFNIRGN
EPGSERSPSPSKNDAFFTPDSNHSG
LSQSTAGHLTLPQTQYPDSPHSVPH
RSIFSSQSTLAAPAGHPPTSGVEKVL
ASTISTTSTIEFKNMLKNASRKPSDD
KHFGQTPNKGTSSDGVSLSNLTQPS
LPTTDQQQEEHYRIETRVSSSCLDLP
DSTEEKGAPIETLGYHNAANRRMSG
EPIKTVESIRVPGKGNRGHGREVSRV
GWFDLSTPGSSFDNGPSSASELASL
GGGGSGGLTGFKTTPYKERAPQFQE
SVTSFRSNSFNSTFEHHLPPSPLEH
GAPFQREPVGPSSAPPAPPKDHGGIF
SREAPTHLPSVDLSNPFTKEASLAH
AGPPPPPGEHSGVPFPPPPPPPPPGE
LSSGGTGVPFATPAPPPPPVDHSGVV
PFPTPPLPEHGVTGAVSVFPKDHSSL
LQGTMAEHFGVLTGPRDLNGPGLN
RSRESLSLPSHPLEHLGPALGGGGG
GNTSSSGLPLSPAHRDAIGRSGMILR
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