UniprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasm:

ID name sites reticulum apparatus memb;

Q6NXJ0 WWC2_MOUSE Mus Protein|52.351949 S513;S515;5520;T528(S286;T999;S1017|22517741;22645316;40885482;368 |MPRRAGSGQLPLPRGWEEARDYDG |True False 4.254 [3.43 False False False 1.119
musculus (WWC2 52467;40021952;34678516 KVFYIDHNTRRTSWIDPRDRLTKPLS

FADCVGDELPWGWEAGFDPQIGAYY
IDHINKTTQIEDPRKQWRGEQEKML
KDYLSVAQDALRTQKELYHVKEQRL
ALALDEYVRLNDAYKEKSSSHTSLFS
GSSSSTKYDPDILKAEISTTQLRVKKL
KRELSHMKQELLYKQQGFETLQQID
EKMSGGQSGYELNEAKAILTELKSIR
KAISSGEKEKQDLMQSLAKLQERFH
LDQNMGSSEPDLRSSPVNSHLSLSR
QTLDAGSQTSISGDIGVRSRSNLAEK
VRLSLQYEEAKRSMANLKIELSKLD
GEAWPGALDIEKEKLMLINEKEELL
KELQFITPQKRSQEELERLEAERQH
LEEELMAARGSPSRALTERLKLEEK
RKELLQKLEETTKLTTSLYSQLQSLS
SSTLSMSSGSSLGSLASSRGSLNTSS
RGSLNSLSSSELYYSSQGDQMDTDY
QYKLDFLLQEKGGYIPSGPITTIHEN
EVVKSPSQPGQSGLCGVGVTASSHT
TPLTEASKSVASLSSRSSLSSLSPPGS
PLVLDSVFPGSSHDTSPHQFPTDFE
DCELSRRFADVGLGENQALLDSDSG
GASQPLLEDKGLSDCPGELLCEGAT
DVEKSLPKRRGLHLRGDKTTRVSAA
ASDESVAGDSGVYEASMKQPGEME
DVPYSEEDVTIVETAQVQIGLRYDTK
SSSFMVIIAQLRNLHAFSIPHSSKVY
FRVALLPSSADVSCLFRTKVHPPTES
VLYNDVFRVAVSQAALQQKTLRVDL
CSASKHRREECLAGTQISLADLPFSN
EIFMLWYNLLPSKQMPCKKNEDGN
EEPGARSQQPMLDPIDLDAVSALLA
RTSAELLAVEQELAQEEEEEELRPE
RRGPGRDCLTMLREASDEPAALRES
GVPLAEGSRCTEDPKPCPRGPETSQ
CRKEPAEDPGQLPSGLPTLVDKETN
TDEVVDSNMAVRPKDRSSLSSRQHP
FVRNSVIVRSQTFSPGERSQYICRLN
RSDSDSSTLAKKSLFVRNSTERRSLR
VKRAVCQPTLRRTAQECPVRTSLDL
ELDLQASLTRQSRLNDELQALRGLR
QKLEELKAQGETDLPPGVLEDERFQ
KLLKQAEKQAEQTKEEQKQDLNAER
LMRQVSKDVCRLREQSQKEPRQVQ
SFREKIAYFTRAKISIPSLPADDV




