
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6NXK7 DPP10_MOUSE Mus
musculus

Inactive
dipeptidyl
peptidase
10

37.975063 S260 T139;T144 33300544;40885482 MKQEQQPTPGARATQSQPADQELG
SNSPPQRNWKGIAIALLVILVVCSLIT
MSVILLTPDELTNSSETRLSLEELLG
KGFGLHNPEPRWINDTVVVYKTNN
GHVMKLNTESNASTLLLDNSTFVTF
KASRHSLSPDLKYVLLAYDVKQIFHY
SFTASYLIYNIHTGEVWELNPPEVED
SVLQYAAWGVQGQQLIYIFENNIYYQ
PDIKSSSLRLTSSGKEGIIFNGIADWL
YEEELLHSHIAHWWSPDGERLAFL
MINDSLVPNMIIPRFTGALYPKAKQY
PYPKAGQANPSVKLYVVNLYGPTHT
LELMPPDIFKSREYYITMVKWVSNT
RTVVRWLNRPQNISILTLCESTTGAC
SRKYEMTSDTWLSKQNEEPVFSRD
GSKFFMTVPVKQGGRGEFHHIAMF
LVQSKSEQITVRHLTSGNWEVIRILA
YDETTQKIYFLSTESSPQGRQLYSAS
TEGLLNRDCISCNFMKEDCTYFDAS
FSPMNQHFLLFCEGPKVPVVSLHIT
DNPSRYFLLENNSVMKETIQKKKLA
KRETRILHIDDYELPLQLSFPKDFME
KNQYALLLIMDEEPGGQMVTDKFH
VDWDSVLIDTDNVIVARFDGRGSGF
QGLKVLQEIHRRIGSVEAKDQVAAV
KYLLKQPYIDSKRLSIFGKGYGGYIAS
MILKSDEKFFKCGAVVAPISDMKLYA
SAFSERYLGMPSKEESTYQASSVLH
NIHGLKEENLLIIHGTADTKVHFQHS
AELIKHLIKAGVNYTLQVYPDEGYHI
SDKSKHHFYSTILRFFSDCLKEEVSV
LPQEPEEDE

False True 1.67 1.596 1.044 1.251 0.841 5.0 1.637


