
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6NXL1 Q6NXL1_MOUSE Mus
musculus

NaN 42.188058 NaN NaN 28135057;40997131;28528544 MSQQGYVATPPYSQSQPGMGISPPH
YGHYGDPSHASSPPGVMKPLGPSAA
PSGMLPPGPLPPGPPQFGPNGAHTP
GHPPQRFPGPPPVNSVAPSYASGQT
LPQSSYPGPGSTSSVTQLGSQFSSM
QINSYGVGATPQSQGPPGPQSAGAF
QGPPQPAQPSILQPGHQVPPPPPTAL
NGPGASPMSPPTHRQDGLPGPAPLN
AQYQPPPPPGQTLGPGYPPQQATNY
GPQMGGAQMSYPGGFPGGPAQMA
GPAPQLQRKLDPDSIPSPIQVIENDR
ATRGGQVYTTNTRGQVPPLVTTECVI
QDQGHSSPRYIRCTTYCFPCTSDMA
KQAQIPLAAVIKPFADIPPNETPLYLV
NHGESGPVRCNRCKAYMCPFMQFI
EGGRRYQCGFCSCVNEVPPFYFQHL
DHIGRRLDHYEKPELSLGSYEYVATL
DYCRKNKPPSPPAFIFMIDVSYSNIK
NGLVKLICEELKTALKRLPKEEHEET
SAIRVGFITYNKVLHFFNVKSNLAQP
QMMVVTDVGEVFVPLLDGFLVNYE
ESQSVIHNLLDQIPEMFADSNENET
VFAPVIQAGMEALKAAECPGKLFIFH
SSLPTAEAPGKLKNRDDKKLVNTDK
EKILFQPQTAVYESLAKDCVANSCSV
TLFLFPSQFVDVASLGLVPLLTGGTL
YKYNVFQIHSDSQRFLTDLRNDIEKK
IGFDAIMRVRTSTGFRATDFFGGIFM
NNTTDVEMAAIDCDKAVTVEFKHD
DKLSEDVGALIQCAVLYTTISGQRRL
RIHNLALNCSTQLADLYKSCETDALI
NFFAKSAFKAVLNQPLKAIREILVNQ
TAHMLACYRKHCASPSAASQLILPD
SMKVLPVYMNSLLKNCVLLSRSEIS
PDERAYQRQLVMTMGVADSQLFFY
PLLLPIHTLDVKSAALPPAVRCSESR
LSEEGIFLLANGLNMFLWFGVGSPP
ELIQGIFNVPSFAHINTDMTSLPEVG
SPHSQQLRMIMNNIQQKKPYSMKLI
VVKQREQREMAFRQFLVEDKGLYG
GSSYVDFLCCVHKEICQLLN

True False 4.211 2.3 1.146 3.881 2.08 1.555 1.451


