UniprotKB Entry name |organism full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi pla:
ID sites reticulum |apparatus me:
Q6NXT4 ZNT6_HUMAN Homo Zinc 29.788434 T367;T374;S375;T376 [NaN 28411811;35289036;39531497;352 |MGTIHLFRKPQRSFFGKLLREFRLV |False True 1.789 |[1.409 [1.548 1.616 5.0 3.4¢
sapiens transporter 54053 IAADRRSWKILLFGVINLICTGFLLM
6 WCSSTNSIALTAYTYLTIFDLFSLMT

CLISYWVTLRKPSPVYSFGFERLEVL
IAVFASTVLAQLGALFILKESAERFLE
QPEIHTGRLLVGTFVALCFNLFTML
SIRNKPFAYVSEAASTSWLQEHVAD
LSRSLCGIIPGLSSIFLPRMNPFVLID
LAGAFALCITYMLIEINNYFAVDTAS
IATAIALMTFGTMYPMSVYSGKVLLQT
TPPHVIGQLDKLIREVSTLDGVLEVR
NEHFWTLGFGSLAGSVHVRIRRDAN
EQMVLAHVTNRLYTLVSTLTVQIFK
DDWIRPALLSGPVAANVLNFSDHHV
IPMPLLKGTDDLNPVTSTPAKPSSPP
PEFSFNTPGKNVNPVILLNTQTRPYG
FGLNHGHTPYSSMLNQGLGVPGIGA

TQGLRTGFTNIPSRYGTNNRIGQPRP




