UniprotKB Entry name |organism [full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion . ic|golgi plasma extr.ac
ID sites sites reticulum |apparatus membrane regior
Q6NZC7 S23IP_MOUSE |Mus SEC23- 35.309632 NaN S600;S735;5748;5924 (33300544;35822049;22645316 MADRKANGGGASASSSGTNLLFSSS |None None None [None [None None None None None
musculus |interacting ATEFSFNVPFIPVTQAAASPASLLLP
protein GEDSTDVGEEDSFLGQTSTHTSTPQ

TFSYFSQVSSSSDPFGNIGQSPLTTS
AMSAGQSALPKPPATLAFTTGSQDA
LSAFPPSVSKAPGATPPSQMGTSTYS
PSQPSSLPPNFGSPPQGIPQQGHNP
'YRHTPVSSRANPYITPPQLQQCQMP
GHSSYPPPSGPPVQTYQMPPGPLPPL
PTAMQSPAQQQVPARPAGPLVQGPS
PFVLQNQYEPVQPHWFYCKEVEYKQ
LWMPFSVLDSLNLEEIYNSVQPDPE
SVVLGTDGGRYDVYLYDRMRKSVYW
EEEPTEVRRCTWFYKGDTDSRFIPYT
EEFSEKLEAEYKKAVSTNQWHRRLE
FPSGETIVMHNPKVIVQFQPSSVPDE
WGTTQDGQTRPRVVKRGIDDSLDEI
PDGEMPQVDHLVFMVHGIGPVCDL
RFRSIIECVDDFRVVSLKLLQTHFKK
SVDEGKVSRVEFLPVHWHSALGGH
ATGVDRNIKKITLPSIGRFRHFTNET
LLDVLFYNSPTYCQAIVEKVEVEINR
LHSLFMSRNPNFKGKVSVAGHSLG
SLILFDILSNQRDMCVSKSPGSVAVS
NGVIKHSQFQEKLISEESKLMSDES
CDLDVEDEEPLTLHGTLEALSLFDYI
STFEKEKIDMESLLMCTVDDLKEMG
IPLGPRKKIANFVKLKAAKLEQKKAA
AEKKAALAALTKGQDESAPKTKEMA
SPSSESNESKRKLSVGAYVSSVRVDY
ESFEVGTGQVSVAYSSLDFEPEIFFA
LGSPIGMLLTIRGVARIDEKYRLPTC
KGFFNIYHPLDPVAYRLEPMIAPDLD
LKAVLVPHHKGRKRLHLELKESLSR
MGSDLKQGFISSLKSAWQTLNEFAR
AHTSTTQLQEELEKVANQIKEEEEK
QVVEAKKKKESPELSKDEDYLGKVG
MLNGGRRIDYVLQEKPIESFNEYLFA
LQSHLCYWGSEDTALLLLKEIYRTM
NISPEQPQH




