UniprotKB Entry name organism full oglcnacscore 0.9 lcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion wenc_loplasmlc golgi
ID name sites reticulum |apparatu
Q6NZI2 CAVN1_HUMAN Homo Caveolae- 7.407063 T244 S36;540;S46;S118;T156;S167;5169; |38665916;34019948;33214551;303 |MEDPTLYIVERPLPGYPDAEAPEPSS (True True 3.0 5.0 5.0 3.0 False
sapiens [|associated S171;S175;S202;S203;S300;T302;T |79171;37217939;40596516;232717 |AGAQAAEEPSGAGSEELIKSDQVNG
protein 1 308;S365;S366;5379;5387;S389 34 IVLVLSLLDKIIGAVDQIQLTQAQLEE

RQAEMEGAVQSIQGELSKLGKAHAT
TSNTVSKLLEKVRKVSVNVKTVRGS
LERQAGQIKKLEVNEAELLRRRNFK
VMIYQDEVKLPAKLSISKSLKESEAL
PEKEGEELGEGERPEEDAAALELSS
DEAVEVEEVIEESRAERIKRSGLRRV
DDFKKAFSKEKMEKTKVRTRENLEK
TRLKTKENLEKTRHTLEKRMNKLGT
RLVPAERREKLKTSRDKLRKSFTPD
HVVYARSKTAVYKVPPFTFHVKKIRE
GQVEVLKATEMVEVGADDDEGGAE
RGEAGDLRRGSSPDVHALLEITEES
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