}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi plasma
name sites sites reticulum |apparatus membrane
Q6NZNO |RBM26_MOUSE |Mus RNA- [37.770438 S694;S696(S127;S501;5523;S621 [40885482;35822049;39627609;368 [MVSKMIIENFEALKSWLSKTLEPICD |False False 1.827 |3.1 False False 0.453 False
musculus |binding 52467 IADPSALAKYVLALVKKDKSEKELKAL
protein CIDQLDVFLQKETQIFVEKLFDAVNT
26 KSYLPPPEQPSSGSLKVDFLQHQEK

DIKKEELTKEEEREKKFSRRLNHSPP
QSSSRYRDNRSRDERKKDDRSRKR
DYDRNPPRRDSYRDRYNRRRGRSRS
'YSRSRSRSWSKERLRDRDRDRSRTR
SRSRTRSRERDLVKPKYDLDRTDPL
ENNYTPVSSVSNISSGHYPVPTLSST
ITVIAPTHHGNNTTESWSEFHEDQV
DHNSYVRPPMPKKRCRDYDEKGFC
MRGDMCPFDHGSDPVVVEDVNLPG
MLPFPAQPPVVEGPPPPGLPPPPPIL
[TPPPVNLRPPVPPPGPLPPSLPPVTG
PPPPLPPLQPSGMDAPPNSATSSVPT
VVTTGIHHQPPPAPPSLFTAVFVLPD
TYDTDGYNPEAPSITNTSRPMYRHR
IVHAQRPNLIGLTSGDMDLPPREKPP
NKSSMRIVVDSESRKRTIGSGEPGVS
TKKTWFDKPNFNRTNSPGFQKKVQ
FGNENTKLELRKVPPELNNISKLNE
HFSRFGTLVNLQVAYNGDPEGALIQ
FATYEEAKKAISSTEAVLNNRFIKVY
WHREGTTQQLQTTSPKVIQPLVQQP
ILPVVKQSVKERLGPVPSATTEPAEA
QSATSELPQNVTKLSVKDRLGFVSK
PSVSATEKVLSTSTGLTKTVYNPAAL
KAAQKTLSVSTPAVDNNEAQKKKQE
IALKLQQDVRKRKQEILEKHIETQKM
LISKLEKNKTMKSEDKAEIMKTLEIL
TKNITKLKDEVKSTSPGRCLPKSIKT
KTQMQKELLDTELDLYKKMQAGEE
IVTELRRKYTELQLEAAKRGILSSGRG
RGIHTRGRGTAHGRGRGRGRGRGV
PGHAVVDHRPRALEISAFTESDRED
LLPHFAQYGEIEDCQIDDASLHAIITF
KTRAEAEAAATHGARFKGQDLKLAW
NKPIANMSAVDTEEAEPDEEEFQEE
SLVDDSLLQDDDEEEEDNESRSWR

R




