}Jl;l iprotKB Entry name organism [full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion wen(.ioplasmlc golgi
sites reticulum |apparatu
Q6NZY4 ZCHC8 HUMAN Homo Zinc 36.751405 S419 'T342;T472;T479;T485;T492;T577;S |29351928;23301498;40914422;351 |MAAEVYFGDLELFEPFDHPEESIPKP (True False 2.069 |5.0 0.768 0.541 False
sapiens finger 598;T648;S649;S658;S695 32862 VHTRFKDDDGDEEDENGVGDAELR
CCHC ERLRQCEETIEQLRAENQELKRKLNI
domain- LTRPSGILVNDTKLDGPILQILFMNN
containing AISKQYHQEIEEFVSNLVKRFEEQQK
protein 8 NDVEKTSFNLLPQPSSIVLEEDHKV

EESCAIKNNKEAFSVVGSVLYFTNF
CLDKLGQPLLNENPQLSEGWEIPKY
HQVFSHIVSLEGQEIQVKAKRPKPH
CFNCGSEEHQMKDCPMPRNAARIS
EKRKEYMDACGEANNQNFQQRYHA
EEVEERFGRFKPGVISEELQDALGVT
DKSLPPFIYRMRQLGYPPGWLKEAE
LENSGLALYDGKDGTDGETEVGEIQ
QNKSVTYDLSKLVNYPGFNISTPRGI
PDEWRIFGSIPMQACQQKDVFANYL
TSNFQAPGVKSGNKRSSSHSSPGSP
KKQKNESNSAGSPADMELDSDMEV
PHGSQSSESFQFQPPLPPDTPPLPRG
TPPPVFTPPLPKGTPPLTPSDSPQTR
TASGAVDEDALTLEELEEQQRRIWA
ALEQAESVNSDSDVPVDTPLTGNSV
ASSPCPNELDLPVPEGKTSEKQTLD
EPEVPEIFTKKSEAGHASSPDSEVTS
LCQKEKAELAPVNTEGALLDNGSVV
PNCDISNGGSQKLFPADTSPSTATKI
HSPIPDMSKFATGITPFEFENMAEST
GMYLRIRSLLKNSPRNQQKNKKASE




