UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane [region
Q6NZZ9 RBM22 DANRE |Danio Pre- 26.412228 NaN NaN 40044042 MATSLGSNTYNRQNWEDSDFPILC |NaN NaN NaN NaN NaN NaN NaN NaN None
rerio mRNA- QTCLGENPYIRMTKEKFGKECKICA
splicing RPFTVFRWCPGVRMRFKKTEVCQT
factor CSKMKNVCQTCLLDLEYGLPIQVRD
RBM22

TGLSVKDEVPRSDVNKEYYTQNMER
EIANSDGTRPVGLLGKAPSSSDMLL
KLARTTPYYKRNRPHICSFWVKGEC
KRGEECPYRHEKPTDPDDPLADQNI
KDRYYGINDPVANKLLMRASTMPRL
DVPDDKSITTLYIGGLGENVTDSELR
NHFYQFGEIRTITIVQRQQCAFIQFA
TRQAAETAAEKSFNKLIINGRRLNVK
'WGRSQAARGKGEKDGVTESGIRLEP
VPGLPGALPPPPVSDEDASTNYFNLA
PTPSPAVMNLGLPPPPGVTMPPPPG
FGPPMFHTMDPMAPPVPPPMALRP
PGQVHYPSQDPQRMGAHASRHGGP




