UniprotKB Entry name organism [full name joglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q6P032 Q6P032_DANRE [Danio Cation- 26.412228 NaN NaN 40044042 MLLSVRIITPLFVLFAGVQARFNTSN NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio dependent CKLVSDSESQRKALRLLEPLTNQNF

mannose- TTEGQEKEKYSYIFQVCGDAGGVKN

6- IAGLIQQEKGGKTIRIGDYSKTVATAG

phosphate SDWVLLIYEGGEKYDSHCSSEERKA

receptor MIMISCSSSSKSAFSVVMEENQKQK

NCYYLFELDTTAVCPAVSSKLSAGSI
IVLIVVISSLTVYIIGGFLYQRLVVGAK
GVEQFPNFAFWSEIGNLSADGCDFV
CRSRGNREEPPTYRGVGTEPLGEEP
EERDDHLLPM




