UniprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr-
ID name sites reticulum |apparatus membrane regi
Q6PONO M18BP_HUMAN Homo Mis18- [20.708711 T4 S9;S110;S131;5135;5S172;S192;S29 |30379171;30620550 MIATPLKHSRIYLPPEASSQRRNLPM [None None None |None None None None None Non
sapiens  |binding 9;S365;T653;S772;S773;T821;5824; DAIFFDSIPSGTLTPVKDLVKYQNSS
protein S860;51008;S1086;T1087;T1089;S1 LKLNDHKKNQFLKMTTFNNKNIFQ

1

104;S1116

STMLTEATTSNSSLDISAIKPNKDGL
KNKANYESPGKIFLRMKEKVLRDKQ
EQPSRNSSLLEPQKSGNNETFTPNR
IVEKKKLQHTYLCEEKENNKSFQSDD
SSLRASVQGVPLESSNNDIFLPVKQK
IQCQQEKKAPLHNLTYELPTLNQEQ
ENFLAVEARNKTLTRAQLAKQIFHS
KESIVATTKSKKDTFVLESVDSADEQ
FQNTNAETLSTNCIPIKNGSLLMVS
DSERTTEGTSQQKVKEGNGKTVPGE
TGLPGSMKDTCKIVLATPRLHITIPR
RSKRNISKLSPPRIFQTVINGLKKNQ
IVVQLQEWMIKSINNNTAICVEGKLI
DVTNIYWHSNVIIERIEHNKLRTISG
NVYILKGMIDQISMKEAGYPNYLIRK
FMFGFPENWKEHIDNFLEQLRAGE
KNREKTKQKQKTGRSVRDIRKSMK
NDARENQTDTAQRATTTYDFDCDN
LELKSNKHSESPGATELNMCHSNC
QNKPTLRFPDDQVNNTIQNGGGDD
LSNQELIGKKEYKMSSKKLKIGERT
NERIIKSQKQETTEELDVSIDILTSRE
QFFSDEERKYMAINQKKAYILVTPLK
SRKVIEQRCMRYNLSAGTIKAVTDFV
IPECQKKSPISKSMGTLENTFEGHKS
KNKEDCDERDLLTVNRKIKISNLEK
EQMLTSDFKKNTRLLPKLKKIENQV
IAMSFYKHQSSPDLSSEESETEKEIKR
KAEVKKTKAGNTKEAVVHLRKSTRN
TSNIPVILEPETEESENEFYIKQKKAR
PSVKETLQKSGVRKEFPITEAVGSDK
TNRHPLECLPGLIQDKEWNEKELQK
LHCAFASLPKHKPGFWSEVAAAVGS
RSPEECQRKYMENPRGKGSQKHVT
KKKPANSKGQNGKRGDADQKQTIKI
TAKVGTLKRKQQMREFLEQLPKDD
HDDFFSTTPLQHQRILLPSFQDSED
DDDILPNMDKNPTTPSSVIFPLVKTP
QCQHVSPGMLGSINRNDCDKYVFR
MQKYHKSNGGIVWGNIKKKLVETD
FSTPTPRRKTPFNTDLGENSGIGKLF

TNAVESLDEEEKDYYFSNSDSA




