UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane [region
Q6POV2 Q6P0V2_DANRE |Danio Cell 26.412228 NaN NaN 40044042 MASSYNAKEEDGHHSGTAGLGGTAI |[NaN NaN NaN NaN NaN NaN NaN NaN None
rerio cycle RTRKPDNTAFKQQRLPAWQPILTAG
control TVLPAFFVIGLIFIPIGIGLYVTSNNIK
protein EFEIDYTGTDMSSPCFNCSQSFSWN

STTPCKCTLSFSLDQPFESNVFMYY
GLSNFYQNHRRYVKSRDDSQLNGD
ERSLKEPSKECEPYRTNDNKRIAPC
GAIANSMFNDTLDLFYIDPNGTKTQI
PMIKKGIAWWTDKHVKFRNPGGNN
PNLTAVFIDTAKPINWRKPVYELDTD
PENNGFINEDFIVWMRTAALPTFRK
LYRIIQKKNNMTPTLPRGNYSLEVTY
NYPVRSFEGRKRMILSTISWMGGKN
PFLGIAYITVGSICFFLGVVLLFIHHK
'YGNRNNSSDIPS




