UniprotKB

Entry name organism [full name oglcnacscore qglcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
1D sites sites reticulum |apparatus membrane [region
Q6P179 ERAP2_HUMAN [Homo Endoplasmic  [29.710283 NaN NaN 40914422;34019948  MFHSSAMVNSHRKPMFNIHRGFYC [False True 2.094 [1.906 [3.799 4.52 1.397 1.617 3.73
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2

LTAILPQICICSQFSVPSSYHFTEDPG
AFPVATNGERFPWQELRLPSVVIPL
HYDLFVHPNLTSLDFVASEKIEVLVS
NATQFIILHSKDLEITNATLQSEEDS
RYMKPGKELKVLSYPAHEQIALLVPE
KLTPHLKYYVAMDFQAKLGDGFEGF
'YKSTYRTLGGETRILAVTDFEPTQAR
MAFPCFDEPLFKANFSIKIRRESRHI
ALSNMPKVKTIELEGGLLEDHFETT
'VKMSTYLVAYIVCDFHSLSGFTSSGV
KVSIYASPDKRNQTHYALQASLKLLD
FYEKYFDIYYPLSKLDLIAIPDFAPGA
MENWGLITYRETSLLFDPKTSSASD
KLWVTRVIAHELAHQWFGNLVTME
'WWNDIWLKEGFAKYMELIAVNATY
PELQFDDYFLNVCFEVITKDSLNSSR
PISKPAETPTQIQEMFDEVSYNKGAC
ILNMLKDFLGEEKFQKGIIQYLKKFS
'YRNAKNDDLWSSLSNSCLESDFTSG
GVCHSDPKMTSNMLAFLGENAEVK
EMMTTWTLQKGIPLLVVKQDGCSLR
LQQERFLQGVFQEDPEWRALQERYL
'WHIPLTYSTSSSNVIHRHILKSKTDT
LDLPEKTSWVKFNVDSNGYYIVHYE
GHGWDQLITQLNQNHTLLRPKDRV
GLIHDVFQLVGAGRLTLDKALDMTY
YLQHETSSPALLEGLSYLESFYHMM
DRRNISDISENLKRYLLQYFKPVIDR
QSWSDKGSVWDRMLRSALLKLACD
LNHAPCIQKAAELFSQWMESSGKL
NIPTDVLKIVYSVGAQTTAGWNYLLE
QYELSMSSAEQNKILYALSTSKHQE
KLLKLIELGMEGKVIKTQNLAALLHA
IARRPKGQQLAWDFVRENWTHLLK
KFDLGSYDIRMIISGTTAHFSSKDKL
QEVKLFFESLEAQGSHLDIFQTVLET
ITKNIKWLEKNLPTLRTWLMVNT




