UniprotKB Entry name organism [full name [oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular |extracellular (cytosol | nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q6P1E1 ZMIZ1 MOUSE Mus Zinc 38.223321 NaN NaN 40997131 [MNSMDRHIQQTNDRLQCIKQHLQN [True False 2.486 [4.328 1.2 0.905 False 0.928 1.196
musculus [finger PANFHNAATELLDWCGDPRAFQRP

MIZ FEQSLMGCLTVVSRVAAQQGFDLDL

domain- GYRLLAVCAANRDKFTPKSAALLSS

containing WCEELGRLLLLRHQKSRQNDPPGK

protein 1 LPMQPPLSSMSSMKPTLSHSDGSFP

'YDSVPWQQNTNQPPGSLSVVTTVW
GVINTSQSQVLGNPMANANNPMN
PGGNPMASGMSTSNPGINSPQFAG
QQQQFSTKAGPAQPYIQPNMYGRPG
'YPGSGGFGASYPGGPSAPAGMGIPP
HTRPPADFTQPAAAAAAAAVAAAAA
TATATATATVAALQETQNKDINQYGP
IVCSSFQMGPTQAYNSQFMNQPGPR
GPASMGGSLNPAGMAAGMTPSGMS
GPPMGMNQPRPPGISPFGTHGQRM
PQQTYPGPRPQSLPIQSIKRPYPGEP
NYGNQQYGPNSQFPTQPGQYPTPNP
PRPLTSPNYPGQRMPSQPSTGQYPP
PTVNMGQYYKPEQFNGQNNTFSSG
SSYSSYSQGSVNRPPRPVPVANYPH
SPVPGNPTPPMTPGSSIPPYLSPSQD
\VKPPFPPDIKPNMSALPPPPANHND
ELRLTFPVRDGVVLEPFRLEHNLAV
SNHVFHLRPTVHQTLMWRSDLELQ
FKCYHHEDRQMNTNWPASVQVSV
NATPLTIERGDNKTSHKPLHLKHVC
QPGRNTIQITVTACCCSHLFVLQLVH
RPSVRSVLQGLLKKRLLPAEHCITKI
KRNFSSVAASSGNTTLNGEDGVEQT
IAIKVSLKCPITFRRIQLPARGHDCKH
IVQCFDLESYLQLNCERGTWRCPVC
NKTALLEGLEVDQYMWGILNAIQHS
EFEEVTIDPTCSWRPVPIKSDLHIKD
DPDGIPSKRFKTMSPSQMIMPNVM
EMIAALGPGPSPYPLPPPPGGTSSND
'YSSQGNNYQGHGNFDFPHGNPGGT
SMNDFMHGPPQLSHPPDMPNNMA
IALEKPLSHPMQETMPHAGSSDQPH
PSIQQGLHVPHPSSQAGPPLHHSGA
PPPSQPPRQPPQAAPGNHPHSDLTF
NPSSALEGQAGAQGASDMPEPSLDL
LPELTNPDELLSYLDPPDLPSNSND
DLLSLFENN




