
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6P1G0 HEAT6_MOUSE Mus
musculus

HEAT
repeat-
containing
protein	6

25.019509 S165;T307 S402;S405;T621;S646 34418053 MAAVQVAASLPCGQPREAPRELSPE
QDDGFRRLSARLRALQPDDSTVSRM
EIHLLFDQLISENYSEGGGVAPEDVS
ALLVRACQLVPLNQNHLVSKVCQLI
HRLLNRLQVVVDEPNLDFLLTYTISA
LQQCSSWTHMEILQALAALVYCNGS
KCQKHLPDLLGKSGLLMKLSDLSHS
DPEVRRAAVHCMANLCLSVPGQPYL
EEPYQHVCFQAFLTILQSPKSSDMD
DITFCMLLQNALKGIQSLLNGGKMR
LTQTEHLGALLAVLKKAMFHGLPGL
NIEMPAVLYPTPLPQYDGRSPVKPQ
QPESTTARSSANKKKKHKVKTKKTQ
QGEKAEEEEEEPCGEVEAAPGLSMD
QANVSGESAWCSSPWGSQGLPVDG
GRAAGREQASLPFASSSWKRVSSSE
SDYSDAEGGMQGKMRSYQAKVRQG
ALACFLSTIKSIEKKVLYGYWSAFVP
DTPELGSPQSVSLMTLTLKDPSPKTR
ACALQVLSAILEGSKQFLSVAEDTSD
HKRAFTPFSVTIASSIRELHRCLLLAL
VAESSSQTLTQIIKCLANLVSNAPYN
RLKLSLLTKVWNHIKPYIRHKDVNV
RVSSLTLLGAIVSTHAPLPEVQLLLQ
QPCSSGLSSSSSATPHLSTPDGWKT
FPAGSSLEEASLSSPKGSSEPCWLIR
LCISTVVLPKEDSCSGSDAGSALGST
YEPSPMRLEALQVLAHLARGYFSTA
QLYLMELGEVICKCMCEANPSIQLH
GVKLLEELGAGLIQQYKPDSNIAPEQ
RVPVHLVVVFWTAMLSGPLPRALQS
AEHPTLQASACDALSSILPEAFSSLP
NDKQILCITVLLGLNDSKNHLVKAAT
SRALGVYVLFPCLRQDVIFVADTANA
ILMSLQDKSLNVRAKAAWSLGNLTD
TLIVNMDTPDPSFQDEFSGLLLLKM
LQCAIQASTDKDKVKSNAVRALGNL
LHFLQPSHVERPRFAEIIEESIQALIS
TVVNEAAMKVRWNACYAMGNVFK
NPALPLGTAPWTSQAYKALTSVVMS
CKNFKVRIRSAAALSVPSKRGQYGSL
EQFIQIWSALVTALQKSEDTTDFLEF
KYCASLRTHICQALLHLLSLASASDL
PGIQETLKLHGDMIRSYILQFLKSGA
EGDDPGAVHTPQERVQMVRVALKHI
HRVQTLAGDTARGAIMGFLEDILTV
HCDSSGEQVMLRGPSDQ

None None None None None None None None None


