
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6P1X5 TAF2_HUMAN Homo
sapiens

Transcription
initiation
factor	TFIID
subunit	2

19.129548 NaN S1185;S1188;S1194;S1196;S1198 34019948 MPLTGVEPARMNRKKGDKGFESPR
PYKLTHQVVCINNINFQRKSVVGFV
ELTIFPTVANLNRIKLNSKQCRIYRV
RINDLEAAFIYNDPTLEVCHSESKQR
NLNYFSNAYAAAVSAVDPDAGNGEL
CIKVPSELWKHVDELKVLKIHINFSL
DQPKGGLHFVVPSVEGSMAERGAH
VFSCGYQNSTRFWFPCVDSYSELCT
WKLEFTVDAAMVAVSNGDLVETVYT
HDMRKKTFHYMLTIPTAASNISLAIG
PFEILVDPYMHEVTHFCLPQLLPLLK
HTTSYLHEVFEFYEEILTCRYPYSCF
KTVFIDEAYVEVAAYASMSIFSTNLL
HSAMIIDETPLTRRCLAQSLAQQFFG
CFISRMSWSDEWVLKGISGYIYGLW
MKKTFGVNEYRHWIKEELDKIVAYE
LKTGGVLLHPIFGGGKEKDNPASHL
HFSIKHPHTLSWEYYSMFQCKAHLV
MRLIENRISMEFMLQVFNKLLSLAS
TASSQKFQSHMWSQMLVSTSGFLK
SISNVSGKDIQPLIKQWVDQSGVVKF
YGSFAFNRKRNVLELEIKQDYTSPGT
QKYVGPLKVTVQELDGSFNHTLQIE
ENSLKHDIPCHSKSRRNKKKKIPLM
NGEEVDMDLSAMDADSPLLWIRIDP
DMSVLRKVEFEQADFMWQYQLRYE
RDVVAQQESILALEKFPTPASRLALT
DILEQEQCFYRVRMSACFCLAKIAN
SMVSTWTGPPAMKSLFTRMFCCKS
CPNIVKTNNFMSFQSYFLQKTMPVA
MALLRDVHNLCPKEVLTFILDLIKYN
DNRKNKFSDNYYRAEMIDALANSVT
PAVSVNNEVRTLDNLNPDVRLILEEI
TRFLNMEKLLPSYRHTITVSCLRAIR
VLQKNGHVPSDPALFKSYAEYGHFV
DIRIAALEAVVDYTKVDRSYEELQWL
LNMIQNDPVPYVRHKILNMLTKNPP
FTKNMESPLCNEALVDQLWKLMNS
GTSHDWRLRCGAVDLYFTLFGLSRP
SCLPLPELGLVLNLKEKKAVLNPTIIP
ESVAGNQEAANNPSSHPQLVGFQN
PFSSSQDEEEIDMDTVHDSQAFISH
HLNMLERPSTPGLSKYRPASSRSALI
PQHSAGCDSTPTTKPQWSLELARKG
TGKEQAPLEMSMHPAASAPLSVFTK
ESTASKHSDHHHHHHHEHKKKKK
KHKHKHKHKHKHDSKEKDKEPFTF
SSPASGRSIRSPSLSD

None None None None None None None None None


